
Assigned_by label
AspGD:ASPL0000103947 GO:0036086 AspGD NCBITaxon:746128IMP gene_product AspGD_REF:ASPL0000117840|PMID:2106237520181126 positive regulation of transcription from RNA polymerase II promoter in response to iron ion starvation
UniProtKB:Q99967 Cbp/p300-interacting transactivator 2GO:0061428 BHF-UCL NCBITaxon:9606IDA PANTHER:PTHR17045protein PMID:22735262 20121129 negative regulation of transcription from RNA polymerase II promoter in response to hypoxia
UniProtKB:P46934 E3 ubiquitin-protein ligase NEDD4GO:0010768 BHF-UCL NCBITaxon:9606IMP PANTHER:PTHR11254protein PMID:17996703 20081007 negative regulation of transcription from RNA polymerase II promoter in response to UV-induced DNA damage
UniProtKB:P15692 Vascular endothelial growth factor AGO:0061419 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "UniProtKB:Q9H4X1", "label": "UniProtKB:Q9H4X1"}}BHF-UCL NCBITaxon:9606IMP PANTHER:PTHR12025protein PMID:19652095 20120822 positive regulation of transcription from RNA polymerase II promoter in response to hypoxia
UniProtKB:Q16665 Hypoxia-inducible factor 1-alphaGO:0061419 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "UniProtKB:Q9H4X1", "label": "UniProtKB:Q9H4X1"}}BHF-UCL NCBITaxon:9606IMP PANTHER:PTHR23043protein PMID:19652095 20120822 positive regulation of transcription from RNA polymerase II promoter in response to hypoxia
UniProtKB:Q16665 Hypoxia-inducible factor 1-alphaGO:0061419 BHF-UCL NCBITaxon:9606IDA PANTHER:PTHR23043protein PMID:22735262 20121129 positive regulation of transcription from RNA polymerase II promoter in response to hypoxia
UniProtKB:Q16236 Nuclear factor erythroid 2-related factor 2GO:0061419 {"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "ENSEMBL:ENSG00000100292", "label": "ENSEMBL:ENSG00000100292"}}BHF-UCL NCBITaxon:9606IMP PANTHER:PTHR24411protein PMID:24844779 20180119 positive regulation of transcription from RNA polymerase II promoter in response to hypoxia

done UniProtKB:P15941 Mucin-1 GO:0036003 BHF-UCL NCBITaxon:9606IDA PANTHER:PTHR10006protein PMID:15710329 20111212 positive regulation of transcription from RNA polymerase II promoter in response to stress
UniProtKB:Q13164 Mitogen-activated protein kinase 7GO:0036003 BHF-UCL NCBITaxon:9606IMP PANTHER:PTHR24055protein PMID:23043106 20121203 positive regulation of transcription from RNA polymerase II promoter in response to stress
UniProtKB:Q9Y5W3 Krueppel-like factor 2GO:0036003 BHF-UCL NCBITaxon:9606IMP PANTHER:PTHR23235protein PMID:23043106 20121203 positive regulation of transcription from RNA polymerase II promoter in response to stress
UniProtKB:Q16236 Nuclear factor erythroid 2-related factor 2GO:0036003 BHF-UCL NCBITaxon:9606IMP PANTHER:PTHR24411protein PMID:23043106 20121203 positive regulation of transcription from RNA polymerase II promoter in response to stress
MGI:MGI:1328787 SMAD family member 5GO:1901522 {"relationship": {"relation": [{"id": "BFO:0000050", "label": "part of"}], "id": "GO:0071773", "label": "cellular response to BMP stimulus"}}BHF-UCL NCBITaxon:10090IGI UniProtKB:P70340PANTHER:PTHR13703protein MGI:MGI:5487530|PMID:2084379020150610 positive regulation of transcription from RNA polymerase II promoter involved in cellular response to chemical stimulus
MGI:MGI:99829 runt related transcription factor 2GO:1901522 BHF-UCL NCBITaxon:10090IMP PANTHER:PTHR11950protein MGI:MGI:5487530|PMID:2084379020121203 positive regulation of transcription from RNA polymerase II promoter involved in cellular response to chemical stimulus
MGI:MGI:101926 distal-less homeobox 5GO:1901522 BHF-UCL NCBITaxon:10090IMP PANTHER:PTHR24327protein MGI:MGI:5487530|PMID:2084379020121203 positive regulation of transcription from RNA polymerase II promoter involved in cellular response to chemical stimulus
MGI:MGI:109452 SMAD family member 1GO:1901522 {"relationship": {"relation": [{"id": "BFO:0000050", "label": "part of"}], "id": "GO:0071773", "label": "cellular response to BMP stimulus"}}BHF-UCL NCBITaxon:10090IGI UniProtKB:P97454PANTHER:PTHR13703protein MGI:MGI:5487530|PMID:2084379020150610 positive regulation of transcription from RNA polymerase II promoter involved in cellular response to chemical stimulus
UniProtKB:P12643 Bone morphogenetic protein 2GO:1901522 BHF-UCL NCBITaxon:9606IDA PANTHER:PTHR11848protein PMID:20843790 20121203 positive regulation of transcription from RNA polymerase II promoter involved in cellular response to chemical stimulus
UniProtKB:P27540 Aryl hydrocarbon receptor nuclear translocatorGO:0043619 BHF-UCL NCBITaxon:9606IDA PANTHER:PTHR23042protein PMID:8089148 20080522 regulation of transcription from RNA polymerase II promoter in response to oxidative stress

done RGD:2806 heme oxygenase 1GO:0043619 BHF-UCL NCBITaxon:10116IDA PANTHER:PTHR10720gene PMID:17430897|RGD:855347920080528 regulation of transcription from RNA polymerase II promoter in response to oxidative stress
UniProtKB:Q16665 Hypoxia-inducible factor 1-alphaGO:0043619 BHF-UCL NCBITaxon:9606IDA PANTHER:PTHR23043protein PMID:8089148 20080522 regulation of transcription from RNA polymerase II promoter in response to oxidative stress
UniProtKB:Q16665 Hypoxia-inducible factor 1-alphaGO:0043619 BHF-UCL NCBITaxon:9606IDA PANTHER:PTHR23043protein PMID:8387214 20080522 regulation of transcription from RNA polymerase II promoter in response to oxidative stress

done UniProtKB:P15941 Mucin-1 GO:0043618 BHF-UCL NCBITaxon:9606IDA PANTHER:PTHR10006protein PMID:15710329 20111212 regulation of transcription from RNA polymerase II promoter in response to stress
MGI:MGI:98834 transformation related protein 53GO:0036003 CAFA NCBITaxon:10090IDA PANTHER:PTHR11447protein MGI:MGI:5883206|PMID:2226217620170120 positive regulation of transcription from RNA polymerase II promoter in response to stress
CGD:CAL0000188360 GO:0090375 CGD NCBITaxon:5476IMP gene_product CGD_REF:CAL0000215517|PMID:3006856220180820 negative regulation of transcription from RNA polymerase II promoter in response to iron ion starvation
CGD:CAL0000188360 GO:0090375 CGD NCBITaxon:5476IMP gene_product CGD_REF:CAL0139970|PMID:2113143920140625 negative regulation of transcription from RNA polymerase II promoter in response to iron ion starvation
CGD:CAL0000192725 GO:0010768 CGD NCBITaxon:5476IMP gene_product CGD_REF:CAL0122455|PMID:1925212120140625 negative regulation of transcription from RNA polymerase II promoter in response to UV-induced DNA damage
CGD:CAL0000191408 GO:0061407 CGD NCBITaxon:5476IMP gene_product CGD_REF:CAL0000172371|PMID:2370602320140625 positive regulation of transcription from RNA polymerase II promoter in response to hydrogen peroxide
CGD:CAL0000191408 GO:0061407 CGD NCBITaxon:5476IPI CGD:CAL0006368 gene_product CGD_REF:CAL0000172371|PMID:2370602320140625 positive regulation of transcription from RNA polymerase II promoter in response to hydrogen peroxide
CGD:CAL0000190813 GO:0061407 CGD NCBITaxon:5476IMP gene_product CGD_REF:CAL0000172371|PMID:2370602320140625 positive regulation of transcription from RNA polymerase II promoter in response to hydrogen peroxide
CGD:CAL0000183427 GO:0036086 CGD NCBITaxon:5476IMP gene_product CGD_REF:CAL0000172006|PMID:2362681020140625 positive regulation of transcription from RNA polymerase II promoter in response to iron ion starvation
CGD:CAL0000201259 GO:0036003 CGD NCBITaxon:5476IMP gene_product CGD_REF:CAL0000143504|PMID:2200258020140625 positive regulation of transcription from RNA polymerase II promoter in response to stress
CGD:CAL0000188360 GO:0033217 CGD NCBITaxon:5476IMP gene_product CGD_REF:CAL0119016|PMID:1850300720140625 regulation of transcription from RNA polymerase II promoter in response to iron ion starvation
CGD:CAL0000186447 not GO:0033217 CGD NCBITaxon:5476IMP gene_product CGD_REF:CAL0119016|PMID:1850300720140625 regulation of transcription from RNA polymerase II promoter in response to iron ion starvation
CGD:CAL0000182721 GO:0033217 CGD NCBITaxon:5476IMP gene_product CGD_REF:CAL0119016|PMID:1850300720140625 regulation of transcription from RNA polymerase II promoter in response to iron ion starvation
CGD:CAL0000188360 GO:0043619 CGD NCBITaxon:5476IMP gene_product CGD_REF:CAL0000214963|PMID:2812200020170213 regulation of transcription from RNA polymerase II promoter in response to oxidative stress
CGD:CAL0000186447 GO:0043619 CGD NCBITaxon:5476IMP gene_product CGD_REF:CAL0000214963|PMID:2812200020170213 regulation of transcription from RNA polymerase II promoter in response to oxidative stress
CGD:CAL0130876 GO:0043619 CGD NCBITaxon:5478IMP gene_product CGD_REF:CAL0124127|PMID:1969368620110107 regulation of transcription from RNA polymerase II promoter in response to oxidative stress
CGD:CAL0130344 GO:0043619 CGD NCBITaxon:5478IGI SGD:S000004466 gene_product CGD_REF:CAL0117132|PMID:1704617620101102 regulation of transcription from RNA polymerase II promoter in response to oxidative stress
CGD:CAL0000192077 GO:0043619 CGD NCBITaxon:5476IMP gene_product CGD_REF:CAL0000214963|PMID:2812200020170213 regulation of transcription from RNA polymerase II promoter in response to oxidative stress
CGD:CAL0000182721 GO:0043619 CGD NCBITaxon:5476IMP gene_product CGD_REF:CAL0000214963|PMID:2812200020170213 regulation of transcription from RNA polymerase II promoter in response to oxidative stress
CGD:CAL0000176112 GO:0043619 CGD NCBITaxon:5476IMP gene_product CGD_REF:CAL0115738|PMID:1654568820140625 regulation of transcription from RNA polymerase II promoter in response to oxidative stress
CGD:CAL0000175007 GO:0043619 CGD NCBITaxon:5476IMP gene_product CGD_REF:CAL0000214963|PMID:2812200020170213 regulation of transcription from RNA polymerase II promoter in response to oxidative stress
CGD:CAL0000183233 GO:0043619 CGD NCBITaxon:5476IMP gene_product CGD_REF:CAL0000214963|PMID:2812200020170213 regulation of transcription from RNA polymerase II promoter in response to oxidative stress
CGD:CAL0000180502 GO:0043618 CGD NCBITaxon:5476IDA gene_product CGD_REF:CAL0000215029|PMID:2838305020170419 regulation of transcription from RNA polymerase II promoter in response to stress
CGD:CAL0000176357 GO:0043618 CGD NCBITaxon:5476IMP gene_product CGD_REF:CAL0125367|PMID:2038854620140625 regulation of transcription from RNA polymerase II promoter in response to stress
CGD:CAL0000176357 GO:0043618 CGD NCBITaxon:5476IMP gene_product CGD_REF:CAL0000172425|PMID:2377396620140625 regulation of transcription from RNA polymerase II promoter in response to stress
CGD:CAL0000183599 GO:0043618 CGD NCBITaxon:5476IMP gene_product CGD_REF:CAL0119352|PMID:1865347420140625 regulation of transcription from RNA polymerase II promoter in response to stress
FB:FBgn0039044 p53 GO:1990248 FlyBase NCBITaxon:7227IMP protein FB:FBrf0223434|PMID:2426570420140327 regulation of transcription from RNA polymerase II promoter in response to DNA damage
FB:FBgn0039044 p53 GO:1990248 FlyBase NCBITaxon:7227IMP protein FB:FBrf0229995|PMID:2588204520160211 regulation of transcription from RNA polymerase II promoter in response to DNA damage
FB:FBgn0260749 Utx histone demethylaseGO:1990248 FlyBase NCBITaxon:7227IMP protein FB:FBrf0223434|PMID:2426570420140327 regulation of transcription from RNA polymerase II promoter in response to DNA damage
MGI:MGI:97501 phosphoenolpyruvate carboxykinase 1, cytosolicGO:0061402 MGI NCBITaxon:10090IDA PANTHER:PTHR11561protein MGI:MGI:3851650|PMID:1945812420141104 positive regulation of transcription from RNA polymerase II promoter in response to acidic pH
MGI:MGI:1923507 solute carrier family 38, member 3GO:0061402 MGI NCBITaxon:10090IDA PANTHER:PTHR22950protein MGI:MGI:3851650|PMID:1945812420141104 positive regulation of transcription from RNA polymerase II promoter in response to acidic pH
MGI:MGI:98834 transformation related protein 53GO:0061419 {"relationship": {"relation": [{"id": "BFO:0000066", "label": "occurs in"}], "id": "CL:0000746", "label": "cardiac muscle cell"}}|{"relationship": {"relation": [{"id": "RO:0002211", "label": "regulates"}, {"id": "RO:0002233", "label": "has input"}], "id": "MGI:MGI:2442752", "label": "MGI:MGI:2442752"}}|{"relationship": {"relation": [{"id": "RO:0002211", "label": "regulates"}, {"id": "BFO:0000066", "label": "occurs in"}], "id": "CL:0000746", "label": "cardiac muscle cell"}}MGI NCBITaxon:10090IMP PANTHER:PTHR11447protein MGI:MGI:4867601|PMID:2093514520150316 positive regulation of transcription from RNA polymerase II promoter in response to hypoxia
MGI:MGI:98216 retinoid X receptor gammaGO:1901522 {"relationship": {"relation": [{"id": "RO:0002233", "label": "has input"}], "id": "CHEBI:50648", "label": "9-cis-retinoic acid"}}MGI NCBITaxon:10090IDA PANTHER:PTHR24083protein PR:P28705-1MGI:MGI:60180|PMID:839112620140626 positive regulation of transcription from RNA polymerase II promoter involved in cellular response to chemical stimulus
MGI:MGI:98216 retinoid X receptor gammaGO:1901522 {"relationship": {"relation": [{"id": "GOREL:0000752", "label": "has_direct_input"}], "id": "CHEBI:50648", "label": "9-cis-retinoic acid"}}MGI NCBITaxon:10090IDA PANTHER:PTHR24083protein PR:E9Q9V9MGI:MGI:60180|PMID:839112620140903 positive regulation of transcription from RNA polymerase II promoter involved in cellular response to chemical stimulus
MGI:MGI:98214 retinoid X receptor alphaGO:1901522 {"relationship": {"relation": [{"id": "RO:0002233", "label": "has input"}], "id": "CHEBI:50648", "label": "9-cis-retinoic acid"}}MGI NCBITaxon:10090IDA PANTHER:PTHR24083protein PR:Q6LC96MGI:MGI:85343|PMID:895410820140606 positive regulation of transcription from RNA polymerase II promoter involved in cellular response to chemical stimulus
MGI:MGI:98214 retinoid X receptor alphaGO:1901522 {"relationship": {"relation": [{"id": "RO:0002233", "label": "has input"}], "id": "CHEBI:50648", "label": "9-cis-retinoic acid"}}MGI NCBITaxon:10090IDA PANTHER:PTHR24083protein PR:P28700-1MGI:MGI:85343|PMID:895410820140606 positive regulation of transcription from RNA polymerase II promoter involved in cellular response to chemical stimulus
MGI:MGI:99421 nuclear factor, erythroid derived 2,-like 1GO:0061396 MGI NCBITaxon:10090IMP PANTHER:PTHR24411protein MGI:MGI:5577246|PMID:2446259820190110 regulation of transcription from RNA polymerase II promoter in response to copper ion
MGI:MGI:108420 nuclear factor, erythroid derived 2, like 2GO:0061396 MGI NCBITaxon:10090IMP PANTHER:PTHR24411protein MGI:MGI:5577246|PMID:2446259820190110 regulation of transcription from RNA polymerase II promoter in response to copper ion
MGI:MGI:95295 early growth response 1GO:0061418 {"relationship": {"relation": [{"id": "BFO:0000066", "label": "occurs in"}], "id": "CL:0002544", "label": "CL:0002544"}}MGI NCBITaxon:10090IDA PANTHER:PTHR23235protein MGI:MGI:3847400|PMID:1832352920141022 regulation of transcription from RNA polymerase II promoter in response to hypoxia
MGI:MGI:2146636 histidine-rich glycoproteinGO:0034395 MGI NCBITaxon:10090IDA PANTHER:PTHR13814protein MGI:MGI:5527134|PMID:2339517220140311 regulation of transcription from RNA polymerase II promoter in response to iron
MGI:MGI:1315204 solute carrier family 40 (iron-regulated transporter), member 1GO:0034395 MGI NCBITaxon:10090IDA PANTHER:PTHR11660protein MGI:MGI:5527134|PMID:2339517220140311 regulation of transcription from RNA polymerase II promoter in response to iron
MGI:MGI:96163 heme oxygenase 1GO:0034395 MGI NCBITaxon:10090IDA PANTHER:PTHR10720protein MGI:MGI:5527134|PMID:2339517220140311 regulation of transcription from RNA polymerase II promoter in response to iron
MGI:MGI:106918 hypoxia inducible factor 1, alpha subunitGO:0043619 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "MGI:MGI:103178", "label": "MGI:MGI:103178"}}|{"relationship": {"relation": [{"id": "RO:0002211", "label": "regulates"}, {"id": "BFO:0000066", "label": "occurs in"}], "id": "CL:0000057", "label": "fibroblast"}}MGI NCBITaxon:10090IMP MGI:MGI:2385358PANTHER:PTHR23043protein MGI:MGI:2667513|PMID:1283248120070731 regulation of transcription from RNA polymerase II promoter in response to oxidative stress
MGI:MGI:109169 endothelial PAS domain protein 1not GO:0043619 {"relationship": {"relation": [{"id": "RO:0002211", "label": "regulates"}, {"id": "BFO:0000066", "label": "occurs in"}], "id": "CL:0000057", "label": "fibroblast"}}MGI NCBITaxon:10090IGI MGI:MGI:106918PANTHER:PTHR23043protein MGI:MGI:2667513|PMID:1283248120070731 regulation of transcription from RNA polymerase II promoter in response to oxidative stress
MGI:MGI:109169 endothelial PAS domain protein 1GO:0043619 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "MGI:MGI:95407", "label": "MGI:MGI:95407"}}MGI NCBITaxon:10090IMP MGI:MGI:3710344PANTHER:PTHR23043protein MGI:MGI:3703197|PMID:1728460620070730 regulation of transcription from RNA polymerase II promoter in response to oxidative stress
MGI:MGI:109169 endothelial PAS domain protein 1GO:0043619 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "MGI:MGI:104887", "label": "MGI:MGI:104887"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "MGI:MGI:88271", "label": "MGI:MGI:88271"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "MGI:MGI:98351", "label": "MGI:MGI:98351"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "MGI:MGI:98352", "label": "MGI:MGI:98352"}}MGI NCBITaxon:10090IDA PANTHER:PTHR23043protein MGI:MGI:2681387|PMID:1460835520070731 regulation of transcription from RNA polymerase II promoter in response to oxidative stress
UniProtKB:Q9GZV1 Ankyrin repeat domain-containing protein 2GO:0043619 MGI NCBITaxon:9606IDA PANTHER:PTHR24126protein PMID:24434510 20141110 regulation of transcription from RNA polymerase II promoter in response to oxidative stress
MGI:MGI:99682 transmembrane BAX inhibitor motif containing 6GO:1990441 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "UniProtKB:Q925U4", "label": "UniProtKB:Q925U4"}}ParkinsonsUK-UCLNCBITaxon:10090IMP PANTHER:PTHR23291protein MGI:MGI:3840374|PMID:1932806320150201 negative regulation of transcription from RNA polymerase II promoter in response to endoplasmic reticulum stress

done MGI:MGI:1306821 non-catalytic region of tyrosine kinase adaptor protein 2GO:1990441 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "UniProtKB:P08113", "label": "UniProtKB:P08113"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "UniProtKB:P17564", "label": "UniProtKB:P17564"}}ParkinsonsUK-UCLNCBITaxon:10090IGI UniProtKB:Q99M51PANTHER:PTHR19969protein MGI:MGI:5613475|PMID:1683524220141202 negative regulation of transcription from RNA polymerase II promoter in response to endoplasmic reticulum stress
done MGI:MGI:109601 non-catalytic region of tyrosine kinase adaptor protein 1GO:1990441 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "UniProtKB:P08113", "label": "UniProtKB:P08113"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "UniProtKB:P17564", "label": "UniProtKB:P17564"}}ParkinsonsUK-UCLNCBITaxon:10090IGI UniProtKB:O55033PANTHER:PTHR19969protein MGI:MGI:5613475|PMID:1683524220141202 negative regulation of transcription from RNA polymerase II promoter in response to endoplasmic reticulum stress
done MGI:MGI:1927072 protein phosphatase 1, regulatory subunit 15AGO:1990441 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "UniProtKB:P35639", "label": "UniProtKB:P35639"}}ParkinsonsUK-UCLNCBITaxon:10090IDA PANTHER:PTHR16489protein MGI:MGI:5605960|PMID:1138108620141027 negative regulation of transcription from RNA polymerase II promoter in response to endoplasmic reticulum stress
done UniProtKB:P16333 Cytoplasmic protein NCK1GO:1990441 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "UniProtKB:O75807", "label": "UniProtKB:O75807"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "UniProtKB:P14625", "label": "UniProtKB:P14625"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "UniProtKB:P35638", "label": "UniProtKB:P35638"}}ParkinsonsUK-UCLNCBITaxon:9606IDA PANTHER:PTHR19969protein PMID:16835242 20141202 negative regulation of transcription from RNA polymerase II promoter in response to endoplasmic reticulum stress
done UniProtKB:P05412 Transcription factor AP-1GO:1990441 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "UniProtKB:O60260", "label": "UniProtKB:O60260"}}ParkinsonsUK-UCLNCBITaxon:9606IMP PANTHER:PTHR11462protein PMID:21113145 20140731 negative regulation of transcription from RNA polymerase II promoter in response to endoplasmic reticulum stress

UniProtKB:P21675 Transcription initiation factor TFIID subunit 1GO:0010768 {"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "ENSEMBL:ENSG00000124762", "label": "ENSEMBL:ENSG00000124762"}}|{"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "ENSEMBL:ENSG00000205076", "label": "ENSEMBL:ENSG00000205076"}}ParkinsonsUK-UCLNCBITaxon:9606IMP PANTHER:PTHR13900protein PMID:24289924 20180108 negative regulation of transcription from RNA polymerase II promoter in response to UV-induced DNA damage
MGI:MGI:109247 DNA-damage inducible transcript 3GO:1990440 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "UniProtKB:P17564", "label": "UniProtKB:P17564"}}ParkinsonsUK-UCLNCBITaxon:10090IMP PANTHER:PTHR16833protein MGI:MGI:3525819|PMID:1560182120141016 positive regulation of transcription from RNA polymerase II promoter in response to endoplasmic reticulum stress
MGI:MGI:1347062 cAMP responsive element binding protein 3-like 1GO:1990440 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "UniProtKB:P20029", "label": "UniProtKB:P20029"}}ParkinsonsUK-UCLNCBITaxon:10090IDA PANTHER:PTHR46004protein MGI:MGI:5616321|PMID:1566585520150119 positive regulation of transcription from RNA polymerase II promoter in response to endoplasmic reticulum stress

done MGI:MGI:88096 activating transcription factor 4GO:1990440 {"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "MGI:MGI:95835", "label": "MGI:MGI:95835"}}ParkinsonsUK-UCLNCBITaxon:10090IMP PANTHER:PTHR13044protein MGI:MGI:5613480|PMID:1287197620181011 positive regulation of transcription from RNA polymerase II promoter in response to endoplasmic reticulum stress
done MGI:MGI:88096 activating transcription factor 4GO:1990440 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "UniProtKB:Q9WVS6", "label": "UniProtKB:Q9WVS6"}}|{"relationship": {"relation": [{"id": "BFO:0000066", "label": "occurs in"}], "id": "CL:0000530", "label": "primary neuron"}}ParkinsonsUK-UCLNCBITaxon:10090IMP PANTHER:PTHR13044protein MGI:MGI:5433837|PMID:2111314520140731 positive regulation of transcription from RNA polymerase II promoter in response to endoplasmic reticulum stress

RGD:62391 DNA-damage inducible transcript 3GO:1990440 ParkinsonsUK-UCLNCBITaxon:10116IDA PANTHER:PTHR16833gene PMID:8657121|RGD:159974020141016 positive regulation of transcription from RNA polymerase II promoter in response to endoplasmic reticulum stress
MGI:MGI:2384786 cAMP responsive element binding protein 3-like 3GO:1990440 ParkinsonsUK-UCLNCBITaxon:10090IMP PANTHER:PTHR45996protein MGI:MGI:5616319|PMID:1646970420150106 positive regulation of transcription from RNA polymerase II promoter in response to endoplasmic reticulum stress

done MGI:MGI:98834 transformation related protein 53GO:1990440 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "UniProtKB:Q99ML1", "label": "UniProtKB:Q99ML1"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "UniProtKB:Q9JM54", "label": "UniProtKB:Q9JM54"}}ParkinsonsUK-UCLNCBITaxon:10090IMP PANTHER:PTHR11447protein MGI:MGI:5621265|PMID:1640729120150312 positive regulation of transcription from RNA polymerase II promoter in response to endoplasmic reticulum stress
MGI:MGI:1341830 eukaryotic translation initiation factor 2 alpha kinase 3GO:1990440 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "UniProtKB:P35639", "label": "UniProtKB:P35639"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "UniProtKB:Q60765", "label": "UniProtKB:Q60765"}}ParkinsonsUK-UCLNCBITaxon:10090IMP PANTHER:PTHR11042protein MGI:MGI:3722921|PMID:1472997920150203 positive regulation of transcription from RNA polymerase II promoter in response to endoplasmic reticulum stress
RGD:1359613 cAMP responsive element binding protein 3-like 1GO:1990440 ParkinsonsUK-UCLNCBITaxon:10116IMP PANTHER:PTHR46004gene PMID:15665855|RGD:155862720150119 positive regulation of transcription from RNA polymerase II promoter in response to endoplasmic reticulum stress
UniProtKB:Q68CJ9 Cyclic AMP-responsive element-binding protein 3-like protein 3GO:1990440 ParkinsonsUK-UCLNCBITaxon:9606IDA PANTHER:PTHR45996protein PMID:16469704 20150106 positive regulation of transcription from RNA polymerase II promoter in response to endoplasmic reticulum stress
UniProtKB:P35638 DNA damage-inducible transcript 3 proteinGO:1990440 {"relationship": {"relation": [{"id": "RO:0002411", "label": "causally upstream of"}], "id": "GO:0070059", "label": "intrinsic apoptotic signaling pathway in response to endoplasmic reticulum stress"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "UniProtKB:O14763", "label": "UniProtKB:O14763"}}ParkinsonsUK-UCLNCBITaxon:9606IDA PANTHER:PTHR16833protein PMID:15322075 20150122 positive regulation of transcription from RNA polymerase II promoter in response to endoplasmic reticulum stress

done UniProtKB:P35638 DNA damage-inducible transcript 3 proteinGO:1990440 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "UniProtKB:Q96RU7", "label": "UniProtKB:Q96RU7"}}ParkinsonsUK-UCLNCBITaxon:9606IGI UniProtKB:P17676PANTHER:PTHR16833protein PMID:15775988 20151030 positive regulation of transcription from RNA polymerase II promoter in response to endoplasmic reticulum stress
UniProtKB:P35638 DNA damage-inducible transcript 3 proteinGO:1990440 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "UniProtKB:O43521", "label": "UniProtKB:O43521"}}|{"relationship": {"relation": [{"id": "BFO:0000066", "label": "occurs in"}], "id": "CL:0000540", "label": "neuron"}}|{"relationship": {"relation": [{"id": "BFO:0000050", "label": "part of"}], "id": "GO:0043525", "label": "positive regulation of neuron apoptotic process"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "UniProtKB:Q9BXH1", "label": "UniProtKB:Q9BXH1"}}|{"relationship": {"relation": [{"id": "BFO:0000066", "label": "occurs in"}], "id": "CL:0000540", "label": "neuron"}}|{"relationship": {"relation": [{"id": "BFO:0000050", "label": "part of"}], "id": "GO:0043525", "label": "positive regulation of neuron apoptotic process"}}ParkinsonsUK-UCLNCBITaxon:9606IMP PANTHER:PTHR16833protein PMID:22761832 20150122 positive regulation of transcription from RNA polymerase II promoter in response to endoplasmic reticulum stress

done UniProtKB:P35638 DNA damage-inducible transcript 3 proteinGO:1990440 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "UniProtKB:O14763", "label": "UniProtKB:O14763"}}ParkinsonsUK-UCLNCBITaxon:9606IDA PANTHER:PTHR16833protein PMID:24939851 20150303 positive regulation of transcription from RNA polymerase II promoter in response to endoplasmic reticulum stress
done UniProtKB:P18850 Cyclic AMP-dependent transcription factor ATF-6 alphaGO:1990440 ParkinsonsUK-UCLNCBITaxon:9606IDA PANTHER:PTHR46164protein PMID:11163209 20141118 positive regulation of transcription from RNA polymerase II promoter in response to endoplasmic reticulum stress
done UniProtKB:P18850 Cyclic AMP-dependent transcription factor ATF-6 alphaGO:1990440 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "UniProtKB:P11021", "label": "UniProtKB:P11021"}}ParkinsonsUK-UCLNCBITaxon:9606IDA PANTHER:PTHR46164protein PMID:11256944 20141120 positive regulation of transcription from RNA polymerase II promoter in response to endoplasmic reticulum stress

UniProtKB:P18850 Cyclic AMP-dependent transcription factor ATF-6 alphaGO:1990440 ParkinsonsUK-UCLNCBITaxon:9606IDA PANTHER:PTHR46164protein PMID:16469704 20160125 positive regulation of transcription from RNA polymerase II promoter in response to endoplasmic reticulum stress
done UniProtKB:P18848 Cyclic AMP-dependent transcription factor ATF-4GO:1990440 {"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "ENSEMBL:ENSG00000044574", "label": "ENSEMBL:ENSG00000044574"}}ParkinsonsUK-UCLNCBITaxon:9606IDA PANTHER:PTHR13044protein PMID:12871976 20181011 positive regulation of transcription from RNA polymerase II promoter in response to endoplasmic reticulum stress

UniProtKB:P18848 Cyclic AMP-dependent transcription factor ATF-4GO:1990440 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "UniProtKB:O60260", "label": "UniProtKB:O60260"}}ParkinsonsUK-UCLNCBITaxon:9606IMP PANTHER:PTHR13044protein PMID:21113145 20140731 positive regulation of transcription from RNA polymerase II promoter in response to endoplasmic reticulum stress
done UniProtKB:P18847 Cyclic AMP-dependent transcription factor ATF-3GO:1990440 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "UniProtKB:O14763", "label": "UniProtKB:O14763"}}|{"relationship": {"relation": [{"id": "BFO:0000050", "label": "part of"}], "id": "GO:1903984", "label": "positive regulation of TRAIL-activated apoptotic signaling pathway"}}ParkinsonsUK-UCLNCBITaxon:9606IDA PANTHER:PTHR23351protein PMID:24939851 20150303 positive regulation of transcription from RNA polymerase II promoter in response to endoplasmic reticulum stress
done UniProtKB:Q99941 Cyclic AMP-dependent transcription factor ATF-6 betaGO:1990440 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "UniProtKB:P11021", "label": "UniProtKB:P11021"}}ParkinsonsUK-UCLNCBITaxon:9606IDA PANTHER:PTHR46164protein PMID:11256944 20141120 positive regulation of transcription from RNA polymerase II promoter in response to endoplasmic reticulum stress
done UniProtKB:O54862 Membrane-bound transcription factor site-2 proteaseGO:1990440 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "UniProtKB:G3I8R9", "label": "UniProtKB:G3I8R9"}}ParkinsonsUK-UCLNCBITaxon:10029IMP protein PMID:11163209 20141118 positive regulation of transcription from RNA polymerase II promoter in response to endoplasmic reticulum stress
done UniProtKB:P17676 CCAAT/enhancer-binding protein betaGO:1990440 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "UniProtKB:Q96RU7", "label": "UniProtKB:Q96RU7"}}ParkinsonsUK-UCLNCBITaxon:9606IDA PANTHER:PTHR23334protein PMID:15775988 20150122 positive regulation of transcription from RNA polymerase II promoter in response to endoplasmic reticulum stress
done UniProtKB:O43462 Membrane-bound transcription factor site-2 proteaseGO:1990440 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "UniProtKB:P11021", "label": "UniProtKB:P11021"}}ParkinsonsUK-UCLNCBITaxon:9606IGI UniProtKB:O54862PANTHER:PTHR13325protein PMID:11163209 20141118 positive regulation of transcription from RNA polymerase II promoter in response to endoplasmic reticulum stress
done RGD:621863 activating transcription factor 4GO:0036091 ParkinsonsUK-UCLNCBITaxon:10116IMP PANTHER:PTHR13044gene PMID:23392669|RGD:1004716820140728 positive regulation of transcription from RNA polymerase II promoter in response to oxidative stress

UniProtKB:P18848 Cyclic AMP-dependent transcription factor ATF-4GO:0036091 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "UniProtKB:O60260", "label": "UniProtKB:O60260"}}ParkinsonsUK-UCLNCBITaxon:9606IMP PANTHER:PTHR13044protein PMID:21113145 20140731 positive regulation of transcription from RNA polymerase II promoter in response to oxidative stress
PomBase:SPAC18B11.10transcriptional corepressor Tup11GO:0034396 PomBase NCBITaxon:4896IMP PANTHER:PTHR22847protein PMID:11956219 20190605 negative regulation of transcription from RNA polymerase II promoter in response to iron
PomBase:SPAC23E2.01iron-sensing transcription factor Fep1GO:0034396 PomBase NCBITaxon:4896IMP PANTHER:PTHR10071protein PMID:16963626 20190524 negative regulation of transcription from RNA polymerase II promoter in response to iron
PomBase:SPAC23E2.01iron-sensing transcription factor Fep1GO:0034396 PomBase NCBITaxon:4896IMP PANTHER:PTHR10071protein PMID:11956219 20150612 negative regulation of transcription from RNA polymerase II promoter in response to iron
PomBase:SPAC23E2.01iron-sensing transcription factor Fep1GO:0034396 PomBase NCBITaxon:4896IMP PANTHER:PTHR10071protein PMID:12888492 20150612 negative regulation of transcription from RNA polymerase II promoter in response to iron
PomBase:SPAC23E2.01iron-sensing transcription factor Fep1GO:0034396 PomBase NCBITaxon:4896IMP PANTHER:PTHR10071protein PMID:15866870 20150612 negative regulation of transcription from RNA polymerase II promoter in response to iron
PomBase:SPAC630.14ctranscriptional corepressor Tup12GO:0034396 PomBase NCBITaxon:4896IMP PANTHER:PTHR22847protein PMID:11956219 20190605 negative regulation of transcription from RNA polymerase II promoter in response to iron
PomBase:SPBC16E9.01cCCAAT-binding factor complex repressor Php4GO:0090375 PomBase NCBITaxon:4896IMP protein PMID:16963626 20070516 negative regulation of transcription from RNA polymerase II promoter in response to iron ion starvation
PomBase:SPBC16E9.01cCCAAT-binding factor complex repressor Php4GO:0090375 PomBase NCBITaxon:4896IMP protein PMID:16963626 20190524 negative regulation of transcription from RNA polymerase II promoter in response to iron ion starvation
PomBase:SPBC16E9.01cCCAAT-binding factor complex repressor Php4GO:0090375 PomBase NCBITaxon:4896IMP protein PMID:18223116 20190523 negative regulation of transcription from RNA polymerase II promoter in response to iron ion starvation
PomBase:SPBC29B5.01transcription factor, Atf-CREB family Atf1GO:0061417 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPCC18B5.01c", "label": "PomBase:SPCC18B5.01c"}}PomBase NCBITaxon:4896IMP PANTHER:PTHR19304protein PMID:9585505 20120316 negative regulation of transcription from RNA polymerase II promoter in response to oxidative stress
PomBase:SPCC1393.08transcription factor, zf-GATA typeGO:0061412 {"relationship": {"relation": [{"id": "BFO:0000050", "label": "part of"}], "id": "GO:2000284", "label": "positive regulation of cellular amino acid biosynthetic process"}}PomBase NCBITaxon:4896IMP PANTHER:PTHR10071protein PMID:29432178 20180312 positive regulation of transcription from RNA polymerase II promoter in response to amino acid starvation
PomBase:SPBC3B8.02CCAAT-binding factor complex subunit Php5GO:0061406 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPBC1198.14c", "label": "PomBase:SPBC1198.14c"}}PomBase NCBITaxon:4896IMP PANTHER:PTHR10252protein PMID:28934464 20181111 positive regulation of transcription from RNA polymerase II promoter in response to glucose starvation
PomBase:SPAC6F12.02transcription factor Rst2GO:0061406 {"relationship": {"relation": [{"id": "GOREL:0000501", "label": "occurs at"}], "id": "SO:0001859", "label": "SO:0001859"}}PomBase NCBITaxon:4896IMP protein PMID:11739717 20170714 positive regulation of transcription from RNA polymerase II promoter in response to glucose starvation
PomBase:SPAC6F12.02transcription factor Rst2GO:0061406 PomBase NCBITaxon:4896IDA protein PMID:24155978 20140214 positive regulation of transcription from RNA polymerase II promoter in response to glucose starvation
PomBase:SPAC6F12.02transcription factor Rst2GO:0061406 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPBC1198.14c", "label": "PomBase:SPBC1198.14c"}}PomBase NCBITaxon:4896IMP protein PMID:28934464 20181112 positive regulation of transcription from RNA polymerase II promoter in response to glucose starvation
PomBase:SPAC1783.07ctranscription factor Pap1/Caf3GO:0061408 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPBC17A3.07", "label": "PomBase:SPBC17A3.07"}}PomBase NCBITaxon:4896IMP protein PMID:9287302 20120530 positive regulation of transcription from RNA polymerase II promoter in response to heat stress
PomBase:SPBC19C2.09sterol regulatory element binding protein, transcription factor Sre1GO:0061419 {"relationship": {"relation": [{"id": "RO:0002092", "label": "happens during"}], "id": "GO:0071456", "label": "cellular response to hypoxia"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPAC30C2.02", "label": "PomBase:SPAC30C2.02"}}PomBase NCBITaxon:4896IMP PANTHER:PTHR47336protein PMID:16537923 20120131 positive regulation of transcription from RNA polymerase II promoter in response to hypoxia
PomBase:SPBC19C2.09sterol regulatory element binding protein, transcription factor Sre1GO:0061419 {"relationship": {"relation": [{"id": "RO:0002092", "label": "happens during"}], "id": "GO:0071456", "label": "cellular response to hypoxia"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPBC106.12c", "label": "PomBase:SPBC106.12c"}}PomBase NCBITaxon:4896IMP PANTHER:PTHR47336protein PMID:16537923 20120131 positive regulation of transcription from RNA polymerase II promoter in response to hypoxia
PomBase:SPBC19C2.09sterol regulatory element binding protein, transcription factor Sre1GO:0061419 {"relationship": {"relation": [{"id": "RO:0002092", "label": "happens during"}], "id": "GO:0071456", "label": "cellular response to hypoxia"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPAC25B8.01", "label": "PomBase:SPAC25B8.01"}}PomBase NCBITaxon:4896IMP PANTHER:PTHR47336protein PMID:16537923 20120131 positive regulation of transcription from RNA polymerase II promoter in response to hypoxia
PomBase:SPBC19C2.09sterol regulatory element binding protein, transcription factor Sre1GO:0061419 {"relationship": {"relation": [{"id": "RO:0002092", "label": "happens during"}], "id": "GO:0071456", "label": "cellular response to hypoxia"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPBC887.15c", "label": "PomBase:SPBC887.15c"}}PomBase NCBITaxon:4896IMP PANTHER:PTHR47336protein PMID:16537923 20120131 positive regulation of transcription from RNA polymerase II promoter in response to hypoxia
PomBase:SPBC19C2.09sterol regulatory element binding protein, transcription factor Sre1GO:0061419 {"relationship": {"relation": [{"id": "RO:0002092", "label": "happens during"}], "id": "GO:0071456", "label": "cellular response to hypoxia"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPBC32F12.01c", "label": "PomBase:SPBC32F12.01c"}}PomBase NCBITaxon:4896IMP PANTHER:PTHR47336protein PMID:16537923 20120131 positive regulation of transcription from RNA polymerase II promoter in response to hypoxia
PomBase:SPBC19C2.09sterol regulatory element binding protein, transcription factor Sre1GO:0061419 {"relationship": {"relation": [{"id": "RO:0002092", "label": "happens during"}], "id": "GO:0071456", "label": "cellular response to hypoxia"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPAC13A11.02c", "label": "PomBase:SPAC13A11.02c"}}PomBase NCBITaxon:4896IMP PANTHER:PTHR47336protein PMID:16537923 20120131 positive regulation of transcription from RNA polymerase II promoter in response to hypoxia
PomBase:SPBC19C2.09sterol regulatory element binding protein, transcription factor Sre1GO:0061419 {"relationship": {"relation": [{"id": "RO:0002092", "label": "happens during"}], "id": "GO:0071456", "label": "cellular response to hypoxia"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPAC1687.16c", "label": "PomBase:SPAC1687.16c"}}PomBase NCBITaxon:4896IMP PANTHER:PTHR47336protein PMID:16537923 20120131 positive regulation of transcription from RNA polymerase II promoter in response to hypoxia
PomBase:SPBC19C2.09sterol regulatory element binding protein, transcription factor Sre1GO:0061419 {"relationship": {"relation": [{"id": "RO:0002092", "label": "happens during"}], "id": "GO:0071456", "label": "cellular response to hypoxia"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPAC222.11", "label": "PomBase:SPAC222.11"}}PomBase NCBITaxon:4896IMP PANTHER:PTHR47336protein PMID:16537923 20120131 positive regulation of transcription from RNA polymerase II promoter in response to hypoxia
PomBase:SPBC19C2.09sterol regulatory element binding protein, transcription factor Sre1GO:0061419 {"relationship": {"relation": [{"id": "RO:0002092", "label": "happens during"}], "id": "GO:0071456", "label": "cellular response to hypoxia"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPCC320.09", "label": "PomBase:SPCC320.09"}}PomBase NCBITaxon:4896IMP PANTHER:PTHR47336protein PMID:16537923 20120131 positive regulation of transcription from RNA polymerase II promoter in response to hypoxia
PomBase:SPBC19C2.09sterol regulatory element binding protein, transcription factor Sre1GO:0061419 {"relationship": {"relation": [{"id": "RO:0002092", "label": "happens during"}], "id": "GO:0071456", "label": "cellular response to hypoxia"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPAC630.08c", "label": "PomBase:SPAC630.08c"}}PomBase NCBITaxon:4896IMP PANTHER:PTHR47336protein PMID:16537923 20120131 positive regulation of transcription from RNA polymerase II promoter in response to hypoxia
PomBase:SPBC19C2.09sterol regulatory element binding protein, transcription factor Sre1GO:0061419 {"relationship": {"relation": [{"id": "RO:0002092", "label": "happens during"}], "id": "GO:0071456", "label": "cellular response to hypoxia"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPBC215.11c", "label": "PomBase:SPBC215.11c"}}PomBase NCBITaxon:4896IMP PANTHER:PTHR47336protein PMID:16537923 20120131 positive regulation of transcription from RNA polymerase II promoter in response to hypoxia
PomBase:SPBC19C2.09sterol regulatory element binding protein, transcription factor Sre1GO:0061419 {"relationship": {"relation": [{"id": "RO:0002092", "label": "happens during"}], "id": "GO:0071456", "label": "cellular response to hypoxia"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPAC1F5.07c", "label": "PomBase:SPAC1F5.07c"}}PomBase NCBITaxon:4896IMP PANTHER:PTHR47336protein PMID:16537923 20120131 positive regulation of transcription from RNA polymerase II promoter in response to hypoxia
PomBase:SPBC19C2.09sterol regulatory element binding protein, transcription factor Sre1GO:0061419 {"relationship": {"relation": [{"id": "RO:0002092", "label": "happens during"}], "id": "GO:0071456", "label": "cellular response to hypoxia"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPAC19G12.08", "label": "PomBase:SPAC19G12.08"}}PomBase NCBITaxon:4896IMP PANTHER:PTHR47336protein PMID:16537923 20120131 positive regulation of transcription from RNA polymerase II promoter in response to hypoxia
PomBase:SPBC19C2.09sterol regulatory element binding protein, transcription factor Sre1GO:0061419 {"relationship": {"relation": [{"id": "RO:0002092", "label": "happens during"}], "id": "GO:0071456", "label": "cellular response to hypoxia"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPAC17A2.05", "label": "PomBase:SPAC17A2.05"}}PomBase NCBITaxon:4896IMP PANTHER:PTHR47336protein PMID:16537923 20120131 positive regulation of transcription from RNA polymerase II promoter in response to hypoxia
PomBase:SPBC19C2.09sterol regulatory element binding protein, transcription factor Sre1GO:0061419 {"relationship": {"relation": [{"id": "RO:0002092", "label": "happens during"}], "id": "GO:0071456", "label": "cellular response to hypoxia"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPBC19C2.09", "label": "PomBase:SPBC19C2.09"}}PomBase NCBITaxon:4896IMP PANTHER:PTHR47336protein PMID:16537923 20120131 positive regulation of transcription from RNA polymerase II promoter in response to hypoxia
PomBase:SPAC26H5.05IPT/TIG ankyrin repeat gene-specific transcription coactivator Mga2GO:0061419 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPCC1281.06c", "label": "PomBase:SPCC1281.06c"}}PomBase NCBITaxon:4896IMP PANTHER:PTHR23335protein PMID:27053105 20160802 positive regulation of transcription from RNA polymerase II promoter in response to hypoxia
PomBase:SPAC26H5.05IPT/TIG ankyrin repeat gene-specific transcription coactivator Mga2GO:0061419 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPBC18H10.02", "label": "PomBase:SPBC18H10.02"}}PomBase NCBITaxon:4896IMP PANTHER:PTHR23335protein PMID:27053105 20160802 positive regulation of transcription from RNA polymerase II promoter in response to hypoxia
PomBase:SPAC26H5.05IPT/TIG ankyrin repeat gene-specific transcription coactivator Mga2GO:0061419 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPAC1B3.16c", "label": "PomBase:SPAC1B3.16c"}}PomBase NCBITaxon:4896IMP PANTHER:PTHR23335protein PMID:27053105 20160802 positive regulation of transcription from RNA polymerase II promoter in response to hypoxia
PomBase:SPAC26H5.05IPT/TIG ankyrin repeat gene-specific transcription coactivator Mga2GO:0061419 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPCC1450.16c", "label": "PomBase:SPCC1450.16c"}}PomBase NCBITaxon:4896IMP PANTHER:PTHR23335protein PMID:27053105 20160802 positive regulation of transcription from RNA polymerase II promoter in response to hypoxia
PomBase:SPAC26H5.05IPT/TIG ankyrin repeat gene-specific transcription coactivator Mga2GO:0061419 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPAC926.09c", "label": "PomBase:SPAC926.09c"}}PomBase NCBITaxon:4896IMP PANTHER:PTHR23335protein PMID:27053105 20160802 positive regulation of transcription from RNA polymerase II promoter in response to hypoxia



PomBase:SPAC26H5.05IPT/TIG ankyrin repeat gene-specific transcription coactivator Mga2GO:0061419 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPAC4A8.11c", "label": "PomBase:SPAC4A8.11c"}}PomBase NCBITaxon:4896IMP PANTHER:PTHR23335protein PMID:27053105 20160802 positive regulation of transcription from RNA polymerase II promoter in response to hypoxia
PomBase:SPAC1783.07ctranscription factor Pap1/Caf3GO:0061404 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPBC17A3.07", "label": "PomBase:SPBC17A3.07"}}PomBase NCBITaxon:4896IMP protein PMID:9287302 20120625 positive regulation of transcription from RNA polymerase II promoter in response to increased salt
PomBase:SPBC3B8.02CCAAT-binding factor complex subunit Php5GO:0010723 PomBase NCBITaxon:4896IMP PANTHER:PTHR10252protein PMID:16963626 20190524 positive regulation of transcription from RNA polymerase II promoter in response to iron
PomBase:SPAC23C11.08CCAAT-binding factor complex subunit Php3GO:0010723 PomBase NCBITaxon:4896IMP PANTHER:PTHR11064protein PMID:16963626 20190524 positive regulation of transcription from RNA polymerase II promoter in response to iron
PomBase:SPBC725.11cCCAAT-binding factor complex subunit Php2GO:0010723 PomBase NCBITaxon:4896IMP PANTHER:PTHR12632protein PMID:16963626 20190524 positive regulation of transcription from RNA polymerase II promoter in response to iron
PomBase:SPAC8C9.11iron-sensor Fra2GO:0036086 PomBase NCBITaxon:4896IPI PomBase:SPAC23E2.01PANTHER:PTHR12735protein PMID:24897379 20160824 positive regulation of transcription from RNA polymerase II promoter in response to iron ion starvation
PomBase:SPBC29B5.01transcription factor, Atf-CREB family Atf1GO:1904765 PomBase NCBITaxon:4896IMP PANTHER:PTHR19304protein PMID:24224056 20131120 positive regulation of transcription from RNA polymerase II promoter in response to maltose
PomBase:SPAC21E11.03ctranscription factor Pcr1GO:1904765 PomBase NCBITaxon:4896IMP PANTHER:PTHR19304protein PMID:24224056 20131120 positive regulation of transcription from RNA polymerase II promoter in response to maltose
PomBase:SPAC1783.07ctranscription factor Pap1/Caf3GO:0036252 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPBC17A3.07", "label": "PomBase:SPBC17A3.07"}}PomBase NCBITaxon:4896IMP protein PMID:9287302 20120625 positive regulation of transcription from RNA polymerase II promoter in response to menadione
PomBase:SPBC32C12.02transcription factor Ste11GO:0036278 {"relationship": {"relation": [{"id": "GOREL:0000501", "label": "occurs at"}], "id": "SO:0001858", "label": "SO:0001858"}}PomBase NCBITaxon:4896IMP PANTHER:PTHR45803protein PMID:7975894 20160907 positive regulation of transcription from RNA polymerase II promoter in response to nitrogen starvation
PomBase:SPBC23G7.09M-specific trancription factor McGO:0036278 PomBase NCBITaxon:4896IMP protein PMID:9233811 20171209 positive regulation of transcription from RNA polymerase II promoter in response to nitrogen starvation
PomBase:SPBC1198.11cRNA polymerase I transcription termination factor/ RNA polymerase II transcription factor Reb1GO:0036278 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPAC144.13c", "label": "PomBase:SPAC144.13c"}}PomBase NCBITaxon:4896IMP protein PMID:21118960 20120717 positive regulation of transcription from RNA polymerase II promoter in response to nitrogen starvation
PomBase:SPAC1783.07ctranscription factor Pap1/Caf3GO:0036091 PomBase NCBITaxon:4896IMP protein PMID:12100563 20130508 positive regulation of transcription from RNA polymerase II promoter in response to oxidative stress
PomBase:SPAC1783.07ctranscription factor Pap1/Caf3GO:0036091 PomBase NCBITaxon:4896IMP protein PMID:9585505 20120301 positive regulation of transcription from RNA polymerase II promoter in response to oxidative stress
PomBase:SPAC1783.07ctranscription factor Pap1/Caf3GO:0036091 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPBC17A3.07", "label": "PomBase:SPBC17A3.07"}}PomBase NCBITaxon:4896IMP protein PMID:9287302 20120530 positive regulation of transcription from RNA polymerase II promoter in response to oxidative stress
PomBase:SPAC1783.07ctranscription factor Pap1/Caf3GO:0036091 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPCC757.07c", "label": "PomBase:SPCC757.07c"}}PomBase NCBITaxon:4896IMP protein PMID:22344694 20170803 positive regulation of transcription from RNA polymerase II promoter in response to oxidative stress
PomBase:SPAC1783.07ctranscription factor Pap1/Caf3GO:0036091 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPBC106.02c", "label": "PomBase:SPBC106.02c"}}PomBase NCBITaxon:4896IMP protein PMID:22344694 20170803 positive regulation of transcription from RNA polymerase II promoter in response to oxidative stress
PomBase:SPAC1783.07ctranscription factor Pap1/Caf3GO:0036091 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPBC3F6.03", "label": "PomBase:SPBC3F6.03"}}PomBase NCBITaxon:4896IMP protein PMID:22344694 20170803 positive regulation of transcription from RNA polymerase II promoter in response to oxidative stress
PomBase:SPAC8C9.14transcription factor Prr1GO:0036091 PomBase NCBITaxon:4896IMP PANTHER:PTHR10015protein PMID:20919928 20170803 positive regulation of transcription from RNA polymerase II promoter in response to oxidative stress
PomBase:SPAC8C9.14transcription factor Prr1GO:0036091 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPCC757.07c", "label": "PomBase:SPCC757.07c"}}PomBase NCBITaxon:4896IMP PANTHER:PTHR10015protein PMID:22344694 20170803 positive regulation of transcription from RNA polymerase II promoter in response to oxidative stress
PomBase:SPAC8C9.14transcription factor Prr1GO:0036091 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPBC106.02c", "label": "PomBase:SPBC106.02c"}}PomBase NCBITaxon:4896IMP PANTHER:PTHR10015protein PMID:22344694 20170803 positive regulation of transcription from RNA polymerase II promoter in response to oxidative stress
PomBase:SPAC8C9.14transcription factor Prr1GO:0036091 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPBC3F6.03", "label": "PomBase:SPBC3F6.03"}}PomBase NCBITaxon:4896IMP PANTHER:PTHR10015protein PMID:22344694 20170803 positive regulation of transcription from RNA polymerase II promoter in response to oxidative stress
PomBase:SPAC24B11.06cMAP kinase Sty1GO:0036091 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPAC13D6.01", "label": "PomBase:SPAC13D6.01"}}PomBase NCBITaxon:4896IMP PANTHER:PTHR24055protein PMID:17016471 20120106 positive regulation of transcription from RNA polymerase II promoter in response to oxidative stress
PomBase:SPAC24B11.06cMAP kinase Sty1GO:0036091 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPBC3F6.03", "label": "PomBase:SPBC3F6.03"}}PomBase NCBITaxon:4896IMP PANTHER:PTHR24055protein PMID:9585505 20120301 positive regulation of transcription from RNA polymerase II promoter in response to oxidative stress
PomBase:SPAC24B11.06cMAP kinase Sty1GO:0036091 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPCC757.07c", "label": "PomBase:SPCC757.07c"}}PomBase NCBITaxon:4896IMP PANTHER:PTHR24055protein PMID:9585505 20120301 positive regulation of transcription from RNA polymerase II promoter in response to oxidative stress
PomBase:SPAC24B11.06cMAP kinase Sty1GO:0036091 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPAC3C7.14c", "label": "PomBase:SPAC3C7.14c"}}PomBase NCBITaxon:4896IMP PANTHER:PTHR24055protein PMID:9585505 20120301 positive regulation of transcription from RNA polymerase II promoter in response to oxidative stress
PomBase:SPAC24B11.06cMAP kinase Sty1GO:0036091 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPCC18B5.01c", "label": "PomBase:SPCC18B5.01c"}}PomBase NCBITaxon:4896IMP PANTHER:PTHR24055protein PMID:9585505 20120301 positive regulation of transcription from RNA polymerase II promoter in response to oxidative stress
PomBase:SPAC24B11.06cMAP kinase Sty1GO:0036091 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPCC663.03", "label": "PomBase:SPCC663.03"}}PomBase NCBITaxon:4896IMP PANTHER:PTHR24055protein PMID:9585505 20120301 positive regulation of transcription from RNA polymerase II promoter in response to oxidative stress
PomBase:SPCC576.03cthioredoxin peroxidase Tpx1GO:0036091 PomBase NCBITaxon:4896IMP PANTHER:PTHR10681protein PMID:24268782 20150813 positive regulation of transcription from RNA polymerase II promoter in response to oxidative stress
PomBase:SPAC11E3.06MADS-box transcription factor Map1GO:0036003 {"relationship": {"relation": [{"id": "RO:0002092", "label": "happens during"}], "id": "GO:0006995", "label": "cellular response to nitrogen starvation"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPMTR.01", "label": "PomBase:SPMTR.01"}}PomBase NCBITaxon:4896IMP PANTHER:PTHR11945protein PMID:2328719 20120224 positive regulation of transcription from RNA polymerase II promoter in response to stress
PomBase:SPMTR.01silenced P-specific trancription factor PcGO:0036003 {"relationship": {"relation": [{"id": "RO:0002092", "label": "happens during"}], "id": "GO:0006995", "label": "cellular response to nitrogen starvation"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPMTR.01", "label": "PomBase:SPMTR.01"}}PomBase NCBITaxon:4896IMP protein PMID:2328719 20120224 positive regulation of transcription from RNA polymerase II promoter in response to stress
PomBase:SPBC530.05transcription factor (predicted)GO:1901522 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPCC18B5.01c", "label": "PomBase:SPCC18B5.01c"}}PomBase NCBITaxon:4896IMP PANTHER:PTHR46910protein PMID:22840777 20121116 positive regulation of transcription from RNA polymerase II promoter involved in cellular response to chemical stimulus
PomBase:SPBC530.05transcription factor (predicted)GO:1901522 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "PomBase:SPAC17C9.16c", "label": "PomBase:SPAC17C9.16c"}}PomBase NCBITaxon:4896IMP PANTHER:PTHR46910protein PMID:22840777 20121116 positive regulation of transcription from RNA polymerase II promoter involved in cellular response to chemical stimulus
PomBase:SPAP8A3.02chistone H2A dioxygenase Ofd2GO:0061418 PomBase NCBITaxon:4896IMP protein PMID:22235339 20150921 regulation of transcription from RNA polymerase II promoter in response to hypoxia
PomBase:SPBC725.11cCCAAT-binding factor complex subunit Php2GO:0033217 PomBase NCBITaxon:4896IMP PANTHER:PTHR12632protein PMID:16963626 20070516 regulation of transcription from RNA polymerase II promoter in response to iron ion starvation
PomBase:SPAC8C9.14transcription factor Prr1GO:0043619 PomBase NCBITaxon:4896IMP PANTHER:PTHR10015protein PMID:10348908 20140702 regulation of transcription from RNA polymerase II promoter in response to oxidative stress
PomBase:SPAC3H1.11transcription factor Hsr1GO:0043619 PomBase NCBITaxon:4896IMP PANTHER:PTHR14596protein PMID:18003976 20160907 regulation of transcription from RNA polymerase II promoter in response to oxidative stress
PomBase:SPAC25B8.19ctranscription factor zf-C2H2 typeGO:0034225 PomBase NCBITaxon:4896IMP protein PMID:24003116 20131230 regulation of transcription from RNA polymerase II promoter in response to zinc ion starvation
RGD:61928 hypoxia inducible factor 1 subunit alphaGO:0043619 RGD NCBITaxon:10116IMP PANTHER:PTHR23043gene PMID:18614764|RGD:230184820081104 regulation of transcription from RNA polymerase II promoter in response to oxidative stress
RGD:1311598 SIN3 transcription regulator family member AGO:0043619 RGD NCBITaxon:10116IDA PANTHER:PTHR12346gene PMID:18945670|RGD:230646820090420 regulation of transcription from RNA polymerase II promoter in response to oxidative stress
SGD:S000000270 Transcriptional repressorGO:1900464 SGD NCBITaxon:559292IGI SGD:S000002450PANTHER:PTHR14003gene PMID:16278455 20130429 negative regulation of cellular hyperosmotic salinity response by negative regulation of transcription from RNA polymerase II promoter
SGD:S000002450 Transcriptional repressorGO:1900464 SGD NCBITaxon:559292IGI SGD:S000000270PANTHER:PTHR14003gene PMID:16278455 20120507 negative regulation of cellular hyperosmotic salinity response by negative regulation of transcription from RNA polymerase II promoter
SGD:S000002450 Transcriptional repressorGO:1900463 SGD NCBITaxon:559292IMP PANTHER:PTHR14003gene PMID:12509465 20120507 negative regulation of cellular response to alkaline pH by negative regulation of transcription from RNA polymerase II promoter
SGD:S000002450 Transcriptional repressorGO:1900463 SGD NCBITaxon:559292IPI SGD:S000001019PANTHER:PTHR14003gene PMID:12509465 20120507 negative regulation of cellular response to alkaline pH by negative regulation of transcription from RNA polymerase II promoter
SGD:S000002450 Transcriptional repressorGO:1900463 SGD NCBITaxon:559292IMP PANTHER:PTHR14003gene PMID:17023428 20120507 negative regulation of cellular response to alkaline pH by negative regulation of transcription from RNA polymerase II promoter
SGD:S000003130 Zn(II)2Cys6 family transcription factorGO:1902352 {"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000001380", "label": "SGD:S000001380"}}|{"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000001545", "label": "SGD:S000001545"}}|{"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000001592", "label": "SGD:S000001592"}}|{"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000002373", "label": "SGD:S000002373"}}|{"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000003481", "label": "SGD:S000003481"}}|{"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000005124", "label": "SGD:S000005124"}}|{"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000006353", "label": "SGD:S000006353"}}|{"relationship": {"relation": [{"id": "GOREL:0098790", "label": "regulates translation of"}], "id": "SGD:S000004744", "label": "SGD:S000004744"}}SGD NCBITaxon:559292IMP gene PMID:23223039 20151019 negative regulation of filamentous growth of a population of unicellular organisms in response to starvation by negative regulation of transcription from RNA polymerase II promoter
SGD:S000006213 Zn2Cys6 family transcription factorGO:1902352 {"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000001380", "label": "SGD:S000001380"}}|{"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000001545", "label": "SGD:S000001545"}}|{"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000001592", "label": "SGD:S000001592"}}|{"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000003481", "label": "SGD:S000003481"}}|{"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000004744", "label": "SGD:S000004744"}}|{"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000005127", "label": "SGD:S000005127"}}SGD NCBITaxon:559292IMP gene PMID:26448198 20151019 negative regulation of filamentous growth of a population of unicellular organisms in response to starvation by negative regulation of transcription from RNA polymerase II promoter
SGD:S000000270 Transcriptional repressorGO:1900460 SGD NCBITaxon:559292IGI SGD:S000002450PANTHER:PTHR14003gene PMID:12024013 20120507 negative regulation of invasive growth in response to glucose limitation by negative regulation of transcription from RNA polymerase II promoter
SGD:S000000270 Transcriptional repressorGO:1900460 SGD NCBITaxon:559292IGI SGD:S000002450PANTHER:PTHR14003gene PMID:15466424 20120507 negative regulation of invasive growth in response to glucose limitation by negative regulation of transcription from RNA polymerase II promoter
SGD:S000002450 Transcriptional repressorGO:1900460 SGD NCBITaxon:559292IGI SGD:S000000270PANTHER:PTHR14003gene PMID:12024013 20120507 negative regulation of invasive growth in response to glucose limitation by negative regulation of transcription from RNA polymerase II promoter
SGD:S000002450 Transcriptional repressorGO:1900460 SGD NCBITaxon:559292IGI SGD:S000000270PANTHER:PTHR14003gene PMID:15466424 20120507 negative regulation of invasive growth in response to glucose limitation by negative regulation of transcription from RNA polymerase II promoter
SGD:S000005666 Transcriptional repressor and activatorGO:1900460 SGD NCBITaxon:559292IMP PANTHER:PTHR10015gene PMID:15466424 20120507 negative regulation of invasive growth in response to glucose limitation by negative regulation of transcription from RNA polymerase II promoter
SGD:S000005666 Transcriptional repressor and activatorGO:1900460 SGD NCBITaxon:559292IMP PANTHER:PTHR10015gene PMID:9811878 20120507 negative regulation of invasive growth in response to glucose limitation by negative regulation of transcription from RNA polymerase II promoter
SGD:S000005666 Transcriptional repressor and activatorGO:1900460 SGD NCBITaxon:559292IGI SGD:S000001458PANTHER:PTHR10015gene PMID:9811878 20120507 negative regulation of invasive growth in response to glucose limitation by negative regulation of transcription from RNA polymerase II promoter
SGD:S000001083 Subunit of the RNA polymerase II mediator complexGO:0010689 SGD NCBITaxon:559292IMP PANTHER:PTHR12465gene PMID:18604275 20080910 negative regulation of ribosomal protein gene transcription from RNA polymerase II promoter in response to chemical stimulus
SGD:S000001083 Subunit of the RNA polymerase II mediator complexGO:0010691 SGD NCBITaxon:559292IMP PANTHER:PTHR12465gene PMID:18604275 20080910 negative regulation of ribosomal protein gene transcription from RNA polymerase II promoter in response to nutrient levels
SGD:S000000735 bZIP transcriptional activator of amino acid biosynthetic genesGO:0010691 SGD NCBITaxon:559292IMP PANTHER:PTHR11462gene PMID:21183953 20111114 negative regulation of ribosomal protein gene transcription from RNA polymerase II promoter in response to nutrient levels
SGD:S000004246 Zinc finger transcription factorGO:0061428 SGD NCBITaxon:559292IMP gene PMID:17785431 20120208 negative regulation of transcription from RNA polymerase II promoter in response to hypoxia
SGD:S000003952 Protein involved in negative regulation of iron regulon transcriptionGO:0034396 SGD NCBITaxon:559292IMP PANTHER:PTHR43763gene PMID:18281282 20080409 negative regulation of transcription from RNA polymerase II promoter in response to iron
SGD:S000003952 Protein involved in negative regulation of iron regulon transcriptionGO:0034396 SGD NCBITaxon:559292IGI SGD:S000003039PANTHER:PTHR43763gene PMID:18281282 20080409 negative regulation of transcription from RNA polymerase II promoter in response to iron
SGD:S000003188 Cytosolic protein involved in repression of iron regulon transcriptionGO:0034396 SGD NCBITaxon:559292IMP PANTHER:PTHR12735gene PMID:18281282 20080409 negative regulation of transcription from RNA polymerase II promoter in response to iron
SGD:S000002178 Transcription factor that stimulates expression of proteasome genesGO:0097201 SGD NCBITaxon:559292HMP gene PMID:11027285 20120216 negative regulation of transcription from RNA polymerase II promoter in response to stress
SGD:S000006269 Heme-dependent repressor of hypoxic genesGO:0097201 {"relationship": {"relation": [{"id": "RO:0002092", "label": "happens during"}], "id": "GO:0071472", "label": "cellular response to salt stress"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "SGD:S000001049", "label": "SGD:S000001049"}}SGD NCBITaxon:559292IMP PANTHER:PTHR45789gene PMID:21299653 20141028 negative regulation of transcription from RNA polymerase II promoter in response to stress
SGD:S000000830 Transcriptional regulatorGO:0010768 SGD NCBITaxon:559292IMP gene PMID:19680226 20110805 negative regulation of transcription from RNA polymerase II promoter in response to UV-induced DNA damage
SGD:S000000830 Transcriptional regulatorGO:0010768 SGD NCBITaxon:559292IGI SGD:S000000763 gene PMID:19680226 20110805 negative regulation of transcription from RNA polymerase II promoter in response to UV-induced DNA damage
SGD:S000000830 Transcriptional regulatorGO:0010768 SGD NCBITaxon:559292IGI SGD:S000002885 gene PMID:19680226 20110805 negative regulation of transcription from RNA polymerase II promoter in response to UV-induced DNA damage
SGD:S000002621 Sterol regulatory element binding proteinGO:1904741 {"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000001458", "label": "SGD:S000001458"}}|{"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000002373", "label": "SGD:S000002373"}}|{"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000003363", "label": "SGD:S000003363"}}|{"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000005127", "label": "SGD:S000005127"}}SGD NCBITaxon:559292IMP gene PMID:26448198 20151019 positive regulation of filamentous growth of a population of unicellular organisms in response to starvation by positive regulation of transcription from RNA polymerase II promoter
SGD:S000002621 Sterol regulatory element binding proteinGO:1904741 {"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000001049", "label": "SGD:S000001049"}}|{"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000001084", "label": "SGD:S000001084"}}|{"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000001458", "label": "SGD:S000001458"}}|{"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000002373", "label": "SGD:S000002373"}}|{"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000003363", "label": "SGD:S000003363"}}|{"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000004046", "label": "SGD:S000004046"}}|{"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000005127", "label": "SGD:S000005127"}}SGD NCBITaxon:559292IGI UniProtKB:Q05958 gene PMID:26448198 20151019 positive regulation of filamentous growth of a population of unicellular organisms in response to starvation by positive regulation of transcription from RNA polymerase II promoter
SGD:S000004218 Sterol regulatory element binding proteinGO:1904741 {"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000001458", "label": "SGD:S000001458"}}|{"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000002373", "label": "SGD:S000002373"}}|{"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000003363", "label": "SGD:S000003363"}}|{"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000005127", "label": "SGD:S000005127"}}SGD NCBITaxon:559292IMP gene PMID:26448198 20151019 positive regulation of filamentous growth of a population of unicellular organisms in response to starvation by positive regulation of transcription from RNA polymerase II promoter
SGD:S000004218 Sterol regulatory element binding proteinGO:1904741 {"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000001049", "label": "SGD:S000001049"}}|{"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000001084", "label": "SGD:S000001084"}}|{"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000001458", "label": "SGD:S000001458"}}|{"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000002373", "label": "SGD:S000002373"}}|{"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000003363", "label": "SGD:S000003363"}}|{"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000004046", "label": "SGD:S000004046"}}|{"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000005127", "label": "SGD:S000005127"}}SGD NCBITaxon:559292IGI SGD:S000002621 gene PMID:26448198 20151019 positive regulation of filamentous growth of a population of unicellular organisms in response to starvation by positive regulation of transcription from RNA polymerase II promoter
SGD:S000004774 Transcription factorGO:0036095 SGD NCBITaxon:559292IMP PANTHER:PTHR45093gene PMID:15466424 20120501 positive regulation of invasive growth in response to glucose limitation by positive regulation of transcription from RNA polymerase II promoter
SGD:S000004774 Transcription factorGO:0036095 SGD NCBITaxon:559292IGI SGD:S000000911PANTHER:PTHR45093gene PMID:15466424 20120501 positive regulation of invasive growth in response to glucose limitation by positive regulation of transcription from RNA polymerase II promoter
SGD:S000004774 Transcription factorGO:0036095 SGD NCBITaxon:559292IGI SGD:S000005666PANTHER:PTHR45093gene PMID:15466424 20120501 positive regulation of invasive growth in response to glucose limitation by positive regulation of transcription from RNA polymerase II promoter
SGD:S000004774 Transcription factorGO:0036095 SGD NCBITaxon:559292IMP PANTHER:PTHR45093gene PMID:16568252 20120501 positive regulation of invasive growth in response to glucose limitation by positive regulation of transcription from RNA polymerase II promoter
SGD:S000004774 Transcription factorGO:0036095 SGD NCBITaxon:559292IDA PANTHER:PTHR45093gene PMID:9987114 20120501 positive regulation of invasive growth in response to glucose limitation by positive regulation of transcription from RNA polymerase II promoter
SGD:S000004774 Transcription factorGO:0036095 SGD NCBITaxon:559292IMP PANTHER:PTHR45093gene PMID:9987114 20120501 positive regulation of invasive growth in response to glucose limitation by positive regulation of transcription from RNA polymerase II promoter
SGD:S000003276 Zinc finger protein involved in control of meiosisGO:0036095 SGD NCBITaxon:559292IDA gene PMID:14668363 20120129 positive regulation of invasive growth in response to glucose limitation by positive regulation of transcription from RNA polymerase II promoter
SGD:S000000911 Transcription factorGO:0036095 SGD NCBITaxon:559292IMP PANTHER:PTHR12610gene PMID:10373537 20120501 positive regulation of invasive growth in response to glucose limitation by positive regulation of transcription from RNA polymerase II promoter
SGD:S000000911 Transcription factorGO:0036095 SGD NCBITaxon:559292IMP PANTHER:PTHR12610gene PMID:10591965 20120501 positive regulation of invasive growth in response to glucose limitation by positive regulation of transcription from RNA polymerase II promoter
SGD:S000000911 Transcription factorGO:0036095 SGD NCBITaxon:559292IMP PANTHER:PTHR12610gene PMID:16568252 20120501 positive regulation of invasive growth in response to glucose limitation by positive regulation of transcription from RNA polymerase II promoter
SGD:S000005476 Transcriptional activatorGO:0036095 SGD NCBITaxon:559292IMP PANTHER:PTHR37784gene PMID:8710886 20120501 positive regulation of invasive growth in response to glucose limitation by positive regulation of transcription from RNA polymerase II promoter
SGD:S000004640 Stress-responsive transcriptional activatorGO:0061401 SGD NCBITaxon:559292IGI SGD:S000001545PANTHER:PTHR14596gene PMID:17914901 20120117 positive regulation of transcription from RNA polymerase II promoter in response to a hypotonic environment
SGD:S000004640 Stress-responsive transcriptional activatorGO:0061401 SGD NCBITaxon:559292IGI SGD:S000001545PANTHER:PTHR14596gene PMID:8641288 20120117 positive regulation of transcription from RNA polymerase II promoter in response to a hypotonic environment
SGD:S000001545 Stress-responsive transcriptional activatorGO:0061401 SGD NCBITaxon:559292IGI SGD:S000004640PANTHER:PTHR14596gene PMID:17914901 20120117 positive regulation of transcription from RNA polymerase II promoter in response to a hypotonic environment
SGD:S000001545 Stress-responsive transcriptional activatorGO:0061401 SGD NCBITaxon:559292IGI SGD:S000004640PANTHER:PTHR14596gene PMID:8641288 20120117 positive regulation of transcription from RNA polymerase II promoter in response to a hypotonic environment
SGD:S000004640 Stress-responsive transcriptional activatorGO:0061402 SGD NCBITaxon:559292IGI SGD:S000001545PANTHER:PTHR14596gene PMID:11179418 20120117 positive regulation of transcription from RNA polymerase II promoter in response to acidic pH
SGD:S000004640 Stress-responsive transcriptional activatorGO:0061402 SGD NCBITaxon:559292IMP PANTHER:PTHR14596gene PMID:15922872 20120117 positive regulation of transcription from RNA polymerase II promoter in response to acidic pH
SGD:S000004640 Stress-responsive transcriptional activatorGO:0061402 SGD NCBITaxon:559292IGI SGD:S000001545PANTHER:PTHR14596gene PMID:15922872 20120117 positive regulation of transcription from RNA polymerase II promoter in response to acidic pH
SGD:S000004640 Stress-responsive transcriptional activatorGO:0061402 SGD NCBITaxon:559292IMP PANTHER:PTHR14596gene PMID:16980434 20120117 positive regulation of transcription from RNA polymerase II promoter in response to acidic pH
SGD:S000004640 Stress-responsive transcriptional activatorGO:0061402 SGD NCBITaxon:559292IGI SGD:S000001545PANTHER:PTHR14596gene PMID:8641288 20120117 positive regulation of transcription from RNA polymerase II promoter in response to acidic pH
SGD:S000001545 Stress-responsive transcriptional activatorGO:0061402 SGD NCBITaxon:559292IGI SGD:S000004640PANTHER:PTHR14596gene PMID:11179418 20120117 positive regulation of transcription from RNA polymerase II promoter in response to acidic pH
SGD:S000001545 Stress-responsive transcriptional activatorGO:0061402 SGD NCBITaxon:559292IMP PANTHER:PTHR14596gene PMID:15922872 20120117 positive regulation of transcription from RNA polymerase II promoter in response to acidic pH
SGD:S000001545 Stress-responsive transcriptional activatorGO:0061402 SGD NCBITaxon:559292IGI SGD:S000004640PANTHER:PTHR14596gene PMID:15922872 20120117 positive regulation of transcription from RNA polymerase II promoter in response to acidic pH
SGD:S000001545 Stress-responsive transcriptional activatorGO:0061402 SGD NCBITaxon:559292IGI SGD:S000004640PANTHER:PTHR14596gene PMID:8641288 20120117 positive regulation of transcription from RNA polymerase II promoter in response to acidic pH
SGD:S000006212 Transcriptional activator involved in adaptation to weak acid stressGO:0061402 {"relationship": {"relation": [{"id": "GOREL:0000752", "label": "has_direct_input"}], "id": "SGD:S000000952", "label": "SGD:S000000952"}}SGD NCBITaxon:559292IMP PANTHER:PTHR28088gene PMID:16980434 20160113 positive regulation of transcription from RNA polymerase II promoter in response to acidic pH
SGD:S000006212 Transcriptional activator involved in adaptation to weak acid stressGO:0061402 SGD NCBITaxon:559292IMP PANTHER:PTHR28088gene PMID:28068993 20170929 positive regulation of transcription from RNA polymerase II promoter in response to acidic pH
SGD:S000004541 Homodimeric Zn2Cys6 zinc finger transcription factorGO:0061402 {"relationship": {"relation": [{"id": "GOREL:0000752", "label": "has_direct_input"}], "id": "SGD:S000005979", "label": "SGD:S000005979"}}SGD NCBITaxon:559292IDA PANTHER:PTHR31644gene PMID:12588995 20160112 positive regulation of transcription from RNA polymerase II promoter in response to acidic pH
SGD:S000004541 Homodimeric Zn2Cys6 zinc finger transcription factorGO:0061402 {"relationship": {"relation": [{"id": "GOREL:0000752", "label": "has_direct_input"}], "id": "SGD:S000005979", "label": "SGD:S000005979"}}SGD NCBITaxon:559292IMP PANTHER:PTHR31644gene PMID:12588995 20160112 positive regulation of transcription from RNA polymerase II promoter in response to acidic pH
SGD:S000004640 Stress-responsive transcriptional activatorGO:0061422 SGD NCBITaxon:559292IGI SGD:S000001545PANTHER:PTHR14596gene PMID:21749328 20120131 positive regulation of transcription from RNA polymerase II promoter in response to alkaline pH
SGD:S000001545 Stress-responsive transcriptional activatorGO:0061422 SGD NCBITaxon:559292IGI SGD:S000004640PANTHER:PTHR14596gene PMID:21749328 20120131 positive regulation of transcription from RNA polymerase II promoter in response to alkaline pH
SGD:S000004972 Transcription factor, activates transcription of stress response genesGO:0061422 SGD NCBITaxon:559292IMP PANTHER:PTHR24388gene PMID:11523797 20120131 positive regulation of transcription from RNA polymerase II promoter in response to alkaline pH
SGD:S000004972 Transcription factor, activates transcription of stress response genesGO:0061422 SGD NCBITaxon:559292IMP PANTHER:PTHR24388gene PMID:15299026 20120131 positive regulation of transcription from RNA polymerase II promoter in response to alkaline pH
SGD:S000005306 73 kDa subunit of the SWI/SNF chromatin remodeling complexGO:0061412 SGD NCBITaxon:559292IMP PANTHER:PTHR13844gene PMID:10549298 20120223 positive regulation of transcription from RNA polymerase II promoter in response to amino acid starvation
SGD:S000004640 Stress-responsive transcriptional activatorGO:0061412 SGD NCBITaxon:559292IGI SGD:S000001545PANTHER:PTHR14596gene PMID:17914901 20120117 positive regulation of transcription from RNA polymerase II promoter in response to amino acid starvation
SGD:S000005937 Subunit of the SWI/SNF chromatin remodeling complexGO:0061412 SGD NCBITaxon:559292IMP PANTHER:PTHR13964gene PMID:10549298 20120223 positive regulation of transcription from RNA polymerase II promoter in response to amino acid starvation
SGD:S000005816 Catalytic subunit of the SWI/SNF chromatin remodeling complexGO:0061412 SGD NCBITaxon:559292IMP PANTHER:PTHR10799gene PMID:10549298 20120223 positive regulation of transcription from RNA polymerase II promoter in response to amino acid starvation
SGD:S000001545 Stress-responsive transcriptional activatorGO:0061412 SGD NCBITaxon:559292IGI SGD:S000004640PANTHER:PTHR14596gene PMID:17914901 20120117 positive regulation of transcription from RNA polymerase II promoter in response to amino acid starvation
SGD:S000004640 Stress-responsive transcriptional activatorGO:0061395 SGD NCBITaxon:559292IGI SGD:S000001545PANTHER:PTHR14596gene PMID:10652100 20120117 positive regulation of transcription from RNA polymerase II promoter in response to arsenic-containing substance
SGD:S000004640 Stress-responsive transcriptional activatorGO:0061395 SGD NCBITaxon:559292IGI SGD:S000001545PANTHER:PTHR14596gene PMID:19073887 20120117 positive regulation of transcription from RNA polymerase II promoter in response to arsenic-containing substance
SGD:S000006403 Transcriptional activator of the basic leucine zipper (bZIP) familyGO:0061395 {"relationship": {"relation": [{"id": "RO:0002233", "label": "has input"}], "id": "CHEBI:35828", "label": "arsenic(3+)"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "SGD:S000006405", "label": "SGD:S000006405"}}SGD NCBITaxon:559292IMP gene PMID:11527213 20160107 positive regulation of transcription from RNA polymerase II promoter in response to arsenic-containing substance
SGD:S000006403 Transcriptional activator of the basic leucine zipper (bZIP) familyGO:0061395 SGD NCBITaxon:559292IGI SGD:S000004466 gene PMID:11527213 20111216 positive regulation of transcription from RNA polymerase II promoter in response to arsenic-containing substance
SGD:S000006403 Transcriptional activator of the basic leucine zipper (bZIP) familyGO:0061395 {"relationship": {"relation": [{"id": "RO:0002233", "label": "has input"}], "id": "CHEBI:35828", "label": "arsenic(3+)"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "SGD:S000006404", "label": "SGD:S000006404"}}SGD NCBITaxon:559292IMP gene PMID:14978214 20160107 positive regulation of transcription from RNA polymerase II promoter in response to arsenic-containing substance
SGD:S000006403 Transcriptional activator of the basic leucine zipper (bZIP) familyGO:0061395 {"relationship": {"relation": [{"id": "RO:0002233", "label": "has input"}], "id": "CHEBI:35828", "label": "arsenic(3+)"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "SGD:S000006405", "label": "SGD:S000006405"}}SGD NCBITaxon:559292IMP gene PMID:14978214 20160107 positive regulation of transcription from RNA polymerase II promoter in response to arsenic-containing substance
SGD:S000006403 Transcriptional activator of the basic leucine zipper (bZIP) familyGO:0061395 SGD NCBITaxon:559292IGI SGD:S000004466 gene PMID:14978214 20120105 positive regulation of transcription from RNA polymerase II promoter in response to arsenic-containing substance
SGD:S000006403 Transcriptional activator of the basic leucine zipper (bZIP) familyGO:0061395 SGD NCBITaxon:559292IMP gene PMID:15147884 20120215 positive regulation of transcription from RNA polymerase II promoter in response to arsenic-containing substance
SGD:S000006403 Transcriptional activator of the basic leucine zipper (bZIP) familyGO:0061395 {"relationship": {"relation": [{"id": "RO:0002233", "label": "has input"}], "id": "CHEBI:35828", "label": "arsenic(3+)"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "SGD:S000006404", "label": "SGD:S000006404"}}SGD NCBITaxon:559292IMP gene PMID:18593383 20160107 positive regulation of transcription from RNA polymerase II promoter in response to arsenic-containing substance
SGD:S000006403 Transcriptional activator of the basic leucine zipper (bZIP) familyGO:0061395 {"relationship": {"relation": [{"id": "RO:0002233", "label": "has input"}], "id": "CHEBI:35828", "label": "arsenic(3+)"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "SGD:S000006405", "label": "SGD:S000006405"}}SGD NCBITaxon:559292IMP gene PMID:18593383 20160107 positive regulation of transcription from RNA polymerase II promoter in response to arsenic-containing substance
SGD:S000006403 Transcriptional activator of the basic leucine zipper (bZIP) familyGO:0061395 SGD NCBITaxon:559292HMP gene PMID:15575969 20120215 positive regulation of transcription from RNA polymerase II promoter in response to arsenic-containing substance
SGD:S000002178 Transcription factor that stimulates expression of proteasome genesGO:0061395 {"relationship": {"relation": [{"id": "GOREL:0000752", "label": "has_direct_input"}], "id": "SGD:S000005578", "label": "SGD:S000005578"}}SGD NCBITaxon:559292IMP gene PMID:27226598 20160809 positive regulation of transcription from RNA polymerase II promoter in response to arsenic-containing substance
SGD:S000002178 Transcription factor that stimulates expression of proteasome genesGO:0061395 SGD NCBITaxon:559292HMP gene PMID:15575969 20120215 positive regulation of transcription from RNA polymerase II promoter in response to arsenic-containing substance
SGD:S000001545 Stress-responsive transcriptional activatorGO:0061395 SGD NCBITaxon:559292IGI SGD:S000004640PANTHER:PTHR14596gene PMID:10652100 20120117 positive regulation of transcription from RNA polymerase II promoter in response to arsenic-containing substance
SGD:S000001545 Stress-responsive transcriptional activatorGO:0061395 SGD NCBITaxon:559292IGI SGD:S000004640PANTHER:PTHR14596gene PMID:19073887 20120117 positive regulation of transcription from RNA polymerase II promoter in response to arsenic-containing substance
SGD:S000004466 Basic leucine zipper (bZIP) transcription factorGO:0061395 SGD NCBITaxon:559292HMP gene PMID:15575969 20120215 positive regulation of transcription from RNA polymerase II promoter in response to arsenic-containing substance
SGD:S000004972 Transcription factor, activates transcription of stress response genesGO:0061400 SGD NCBITaxon:559292IMP PANTHER:PTHR24388gene PMID:11523797 20120117 positive regulation of transcription from RNA polymerase II promoter in response to calcium ion
SGD:S000004972 Transcription factor, activates transcription of stress response genesGO:0061400 SGD NCBITaxon:559292IMP PANTHER:PTHR24388gene PMID:9407035 20120117 positive regulation of transcription from RNA polymerase II promoter in response to calcium ion
SGD:S000001472 ER membrane protein involved in regulation of OLE1 transcriptionGO:0061399 SGD NCBITaxon:559292IMP PANTHER:PTHR24118gene PMID:11509659 20120125 positive regulation of transcription from RNA polymerase II promoter in response to cobalt ion
SGD:S000004640 Stress-responsive transcriptional activatorGO:0061411 SGD NCBITaxon:559292IGI SGD:S000001545PANTHER:PTHR14596gene PMID:15053871 20120117 positive regulation of transcription from RNA polymerase II promoter in response to cold
SGD:S000004640 Stress-responsive transcriptional activatorGO:0061411 SGD NCBITaxon:559292IGI SGD:S000001545PANTHER:PTHR14596gene PMID:15483057 20120117 positive regulation of transcription from RNA polymerase II promoter in response to cold
SGD:S000001545 Stress-responsive transcriptional activatorGO:0061411 SGD NCBITaxon:559292IGI SGD:S000004640PANTHER:PTHR14596gene PMID:15053871 20120117 positive regulation of transcription from RNA polymerase II promoter in response to cold
SGD:S000001545 Stress-responsive transcriptional activatorGO:0061411 SGD NCBITaxon:559292IGI SGD:S000004640PANTHER:PTHR14596gene PMID:15483057 20120117 positive regulation of transcription from RNA polymerase II promoter in response to cold
SGD:S000004640 Stress-responsive transcriptional activatorGO:0061410 SGD NCBITaxon:559292IGI SGD:S000001545PANTHER:PTHR14596gene PMID:8641288 20120117 positive regulation of transcription from RNA polymerase II promoter in response to ethanol
SGD:S000002624 Carbon source-responsive zinc-finger transcription factorGO:0061410 SGD NCBITaxon:559292IMP PANTHER:PTHR24393gene PMID:1355328 20120117 positive regulation of transcription from RNA polymerase II promoter in response to ethanol
SGD:S000002624 Carbon source-responsive zinc-finger transcription factorGO:0061410 SGD NCBITaxon:559292IMP PANTHER:PTHR24393gene PMID:8358828 20120117 positive regulation of transcription from RNA polymerase II promoter in response to ethanol
SGD:S000001545 Stress-responsive transcriptional activatorGO:0061410 SGD NCBITaxon:559292IGI SGD:S000004640PANTHER:PTHR14596gene PMID:8641288 20120117 positive regulation of transcription from RNA polymerase II promoter in response to ethanol
SGD:S000001842 Zinc cluster transcription factor that regulates respiratory growthGO:0061410 SGD NCBITaxon:559292IMP gene PMID:25673751 20150217 positive regulation of transcription from RNA polymerase II promoter in response to ethanol
SGD:S000004640 Stress-responsive transcriptional activatorGO:0061409 SGD NCBITaxon:559292IGI SGD:S000001545PANTHER:PTHR14596gene PMID:17150183 20120117 positive regulation of transcription from RNA polymerase II promoter in response to freezing
SGD:S000001545 Stress-responsive transcriptional activatorGO:0061409 SGD NCBITaxon:559292IGI SGD:S000004640PANTHER:PTHR14596gene PMID:17150183 20120117 positive regulation of transcription from RNA polymerase II promoter in response to freezing



SGD:S000004640 Stress-responsive transcriptional activatorGO:0061406 SGD NCBITaxon:559292IGI SGD:S000001545PANTHER:PTHR14596gene PMID:8641288 20120117 positive regulation of transcription from RNA polymerase II promoter in response to glucose starvation
SGD:S000004640 Stress-responsive transcriptional activatorGO:0061406 {"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000003124", "label": "SGD:S000003124"}}SGD NCBITaxon:559292IGI SGD:S000001545PANTHER:PTHR14596gene PMID:26947009 20171121 positive regulation of transcription from RNA polymerase II promoter in response to glucose starvation
SGD:S000001545 Stress-responsive transcriptional activatorGO:0061406 SGD NCBITaxon:559292IGI SGD:S000004640PANTHER:PTHR14596gene PMID:8641288 20120117 positive regulation of transcription from RNA polymerase II promoter in response to glucose starvation
SGD:S000001545 Stress-responsive transcriptional activatorGO:0061406 {"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000003124", "label": "SGD:S000003124"}}SGD NCBITaxon:559292IGI SGD:S000004640PANTHER:PTHR14596gene PMID:26947009 20171121 positive regulation of transcription from RNA polymerase II promoter in response to glucose starvation
SGD:S000001861 Protein kinase involved in cell proliferation in response to nutrientsGO:0061406 {"relationship": {"relation": [{"id": "RO:0002233", "label": "has input"}], "id": "UniProtKB:P15992", "label": "UniProtKB:P15992"}}SGD NCBITaxon:559292IMP PANTHER:PTHR24356gene PMID:24140345 20171017 positive regulation of transcription from RNA polymerase II promoter in response to glucose starvation
SGD:S000001861 Protein kinase involved in cell proliferation in response to nutrientsGO:0061406 {"relationship": {"relation": [{"id": "RO:0002233", "label": "has input"}], "id": "UniProtKB:P53286", "label": "UniProtKB:P53286"}}SGD NCBITaxon:559292IMP PANTHER:PTHR24356gene PMID:24140345 20171017 positive regulation of transcription from RNA polymerase II promoter in response to glucose starvation
SGD:S000001861 Protein kinase involved in cell proliferation in response to nutrientsGO:0061406 {"relationship": {"relation": [{"id": "RO:0002233", "label": "has input"}], "id": "UniProtKB:P15992", "label": "UniProtKB:P15992"}}SGD NCBITaxon:559292IGI SGD:S000003677PANTHER:PTHR24356gene PMID:24140345 20171017 positive regulation of transcription from RNA polymerase II promoter in response to glucose starvation
SGD:S000001861 Protein kinase involved in cell proliferation in response to nutrientsGO:0061406 {"relationship": {"relation": [{"id": "RO:0002233", "label": "has input"}], "id": "UniProtKB:P53286", "label": "UniProtKB:P53286"}}SGD NCBITaxon:559292IGI SGD:S000003677PANTHER:PTHR24356gene PMID:24140345 20171017 positive regulation of transcription from RNA polymerase II promoter in response to glucose starvation
SGD:S000001295 Regulatory subunit of the cyclic AMP-dependent protein kinase (PKA)GO:0061406 {"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000003124", "label": "SGD:S000003124"}}SGD NCBITaxon:559292IMP PANTHER:PTHR11635gene PMID:26947009 20171121 positive regulation of transcription from RNA polymerase II promoter in response to glucose starvation
SGD:S000003677 Serine-threonine protein kinaseGO:0061406 {"relationship": {"relation": [{"id": "RO:0002233", "label": "has input"}], "id": "UniProtKB:P06115", "label": "UniProtKB:P06115"}}SGD NCBITaxon:559292IMP PANTHER:PTHR24058gene PMID:24140345 20171017 positive regulation of transcription from RNA polymerase II promoter in response to glucose starvation
SGD:S000003677 Serine-threonine protein kinaseGO:0061406 {"relationship": {"relation": [{"id": "RO:0002233", "label": "has input"}], "id": "UniProtKB:P15992", "label": "UniProtKB:P15992"}}SGD NCBITaxon:559292IMP PANTHER:PTHR24058gene PMID:24140345 20171017 positive regulation of transcription from RNA polymerase II promoter in response to glucose starvation
SGD:S000003677 Serine-threonine protein kinaseGO:0061406 {"relationship": {"relation": [{"id": "RO:0002233", "label": "has input"}], "id": "UniProtKB:P53286", "label": "UniProtKB:P53286"}}SGD NCBITaxon:559292IMP PANTHER:PTHR24058gene PMID:24140345 20171017 positive regulation of transcription from RNA polymerase II promoter in response to glucose starvation
SGD:S000003677 Serine-threonine protein kinaseGO:0061406 {"relationship": {"relation": [{"id": "RO:0002233", "label": "has input"}], "id": "UniProtKB:P15992", "label": "UniProtKB:P15992"}}SGD NCBITaxon:559292IGI SGD:S000001861PANTHER:PTHR24058gene PMID:24140345 20171017 positive regulation of transcription from RNA polymerase II promoter in response to glucose starvation
SGD:S000003677 Serine-threonine protein kinaseGO:0061406 {"relationship": {"relation": [{"id": "RO:0002233", "label": "has input"}], "id": "UniProtKB:P53286", "label": "UniProtKB:P53286"}}SGD NCBITaxon:559292IGI SGD:S000001861PANTHER:PTHR24058gene PMID:24140345 20171017 positive regulation of transcription from RNA polymerase II promoter in response to glucose starvation
SGD:S000005364 Component of both the Rpd3S and Rpd3L histone deacetylase complexesGO:0061408 SGD NCBITaxon:559292IMP PANTHER:PTHR12346gene PMID:20398213 20120125 positive regulation of transcription from RNA polymerase II promoter in response to heat stress
SGD:S000004640 Stress-responsive transcriptional activatorGO:0061408 SGD NCBITaxon:559292IMP PANTHER:PTHR14596gene PMID:11102521 20120117 positive regulation of transcription from RNA polymerase II promoter in response to heat stress
SGD:S000004640 Stress-responsive transcriptional activatorGO:0061408 SGD NCBITaxon:559292IMP PANTHER:PTHR14596gene PMID:8650168 20120117 positive regulation of transcription from RNA polymerase II promoter in response to heat stress
SGD:S000001545 Stress-responsive transcriptional activatorGO:0061408 SGD NCBITaxon:559292IGI SGD:S000004640PANTHER:PTHR14596gene PMID:10652100 20120117 positive regulation of transcription from RNA polymerase II promoter in response to heat stress
SGD:S000001545 Stress-responsive transcriptional activatorGO:0061408 SGD NCBITaxon:559292IMP PANTHER:PTHR14596gene PMID:11102521 20120117 positive regulation of transcription from RNA polymerase II promoter in response to heat stress
SGD:S000001545 Stress-responsive transcriptional activatorGO:0061408 SGD NCBITaxon:559292IGI SGD:S000004640PANTHER:PTHR14596gene PMID:11102521 20120117 positive regulation of transcription from RNA polymerase II promoter in response to heat stress
SGD:S000001545 Stress-responsive transcriptional activatorGO:0061408 SGD NCBITaxon:559292IGI SGD:S000004640PANTHER:PTHR14596gene PMID:8641288 20120117 positive regulation of transcription from RNA polymerase II promoter in response to heat stress
SGD:S000000961 Subunit of a heterodimeric NC2 transcription regulator complexGO:0061408 {"relationship": {"relation": [{"id": "RO:0002233", "label": "has input"}], "id": "UniProtKB:P22943", "label": "UniProtKB:P22943"}}SGD NCBITaxon:559292IMP PANTHER:PTHR10252gene PMID:18048413 20131213 positive regulation of transcription from RNA polymerase II promoter in response to heat stress
SGD:S000000913 DNA binding component of the SBF complex (Swi4p-Swi6p)GO:0061408 SGD NCBITaxon:559292IMP PANTHER:PTHR43828gene PMID:20641022 20120210 positive regulation of transcription from RNA polymerase II promoter in response to heat stress
SGD:S000001861 Protein kinase involved in cell proliferation in response to nutrientsGO:0061408 {"relationship": {"relation": [{"id": "RO:0002233", "label": "has input"}], "id": "UniProtKB:P06115", "label": "UniProtKB:P06115"}}SGD NCBITaxon:559292IMP PANTHER:PTHR24356gene PMID:24140345 20171017 positive regulation of transcription from RNA polymerase II promoter in response to heat stress
SGD:S000001861 Protein kinase involved in cell proliferation in response to nutrientsGO:0061408 {"relationship": {"relation": [{"id": "RO:0002233", "label": "has input"}], "id": "UniProtKB:P06115", "label": "UniProtKB:P06115"}}SGD NCBITaxon:559292IGI SGD:S000003677PANTHER:PTHR24356gene PMID:24140345 20171017 positive regulation of transcription from RNA polymerase II promoter in response to heat stress
SGD:S000001346 Component of the Rpd3L histone deacetylase complexGO:0061408 SGD NCBITaxon:559292IMP PANTHER:PTHR21964gene PMID:20398213 20120125 positive regulation of transcription from RNA polymerase II promoter in response to heat stress
SGD:S000000011 Component of the Rpd3L histone deacetylase complexGO:0061408 SGD NCBITaxon:559292IMP PANTHER:PTHR21964gene PMID:20398213 20120125 positive regulation of transcription from RNA polymerase II promoter in response to heat stress
SGD:S000004009 Putative plasma membrane phosphataseGO:0061408 {"relationship": {"relation": [{"id": "BFO:0000050", "label": "part of"}], "id": "GO:0034605", "label": "cellular response to heat"}}SGD NCBITaxon:559292IGI SGD:S000003933PANTHER:PTHR12210gene PMID:12090248 20190214 positive regulation of transcription from RNA polymerase II promoter in response to heat stress
SGD:S000004009 Putative plasma membrane phosphataseGO:0061408 {"relationship": {"relation": [{"id": "BFO:0000050", "label": "part of"}], "id": "GO:0071474", "label": "cellular hyperosmotic response"}}SGD NCBITaxon:559292IGI SGD:S000003933PANTHER:PTHR12210gene PMID:12090248 20190214 positive regulation of transcription from RNA polymerase II promoter in response to heat stress
SGD:S000002805 Subunit of a heterodimeric NC2 transcription regulator complexGO:0061408 {"relationship": {"relation": [{"id": "RO:0002233", "label": "has input"}], "id": "UniProtKB:P22943", "label": "UniProtKB:P22943"}}SGD NCBITaxon:559292IMP PANTHER:PTHR46138gene PMID:18048413 20131213 positive regulation of transcription from RNA polymerase II promoter in response to heat stress
SGD:S000003677 Serine-threonine protein kinaseGO:0061408 {"relationship": {"relation": [{"id": "RO:0002233", "label": "has input"}], "id": "UniProtKB:P06115", "label": "UniProtKB:P06115"}}SGD NCBITaxon:559292IMP PANTHER:PTHR24058gene PMID:24140345 20171017 positive regulation of transcription from RNA polymerase II promoter in response to heat stress
SGD:S000003677 Serine-threonine protein kinaseGO:0061408 {"relationship": {"relation": [{"id": "RO:0002233", "label": "has input"}], "id": "UniProtKB:P06115", "label": "UniProtKB:P06115"}}SGD NCBITaxon:559292IGI SGD:S000001861PANTHER:PTHR24058gene PMID:24140345 20171017 positive regulation of transcription from RNA polymerase II promoter in response to heat stress
SGD:S000004172 Transcription cofactorGO:0061408 SGD NCBITaxon:559292IMP PANTHER:PTHR43828gene PMID:20641022 20120210 positive regulation of transcription from RNA polymerase II promoter in response to heat stress
SGD:S000005569 Negative regulator of TORC1 in response to limiting leucineGO:0061408 {"relationship": {"relation": [{"id": "BFO:0000050", "label": "part of"}], "id": "GO:0034599", "label": "cellular response to oxidative stress"}}SGD NCBITaxon:559292IMP PANTHER:PTHR13384gene PMID:12090248 20190214 positive regulation of transcription from RNA polymerase II promoter in response to heat stress
SGD:S000005569 Negative regulator of TORC1 in response to limiting leucineGO:0061408 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "SGD:S000003320", "label": "SGD:S000003320"}}|{"relationship": {"relation": [{"id": "BFO:0000050", "label": "part of"}], "id": "GO:0034605", "label": "cellular response to heat"}}SGD NCBITaxon:559292IMP PANTHER:PTHR13384gene PMID:12090248 20190214 positive regulation of transcription from RNA polymerase II promoter in response to heat stress
SGD:S000005569 Negative regulator of TORC1 in response to limiting leucineGO:0061408 {"relationship": {"relation": [{"id": "BFO:0000050", "label": "part of"}], "id": "GO:0071474", "label": "cellular hyperosmotic response"}}SGD NCBITaxon:559292IMP PANTHER:PTHR13384gene PMID:12090248 20190214 positive regulation of transcription from RNA polymerase II promoter in response to heat stress
SGD:S000005476 Transcriptional activatorGO:0061408 SGD NCBITaxon:559292IMP PANTHER:PTHR37784gene PMID:10409737 20120131 positive regulation of transcription from RNA polymerase II promoter in response to heat stress
SGD:S000004876 Component of Rpd3L histone deacetylase complexGO:0061408 SGD NCBITaxon:559292IMP PANTHER:PTHR13286gene PMID:20398213 20120125 positive regulation of transcription from RNA polymerase II promoter in response to heat stress
SGD:S000003933 Plasma membrane-associated protein phosphataseGO:0061408 {"relationship": {"relation": [{"id": "BFO:0000050", "label": "part of"}], "id": "GO:0034605", "label": "cellular response to heat"}}SGD NCBITaxon:559292IGI SGD:S000004009PANTHER:PTHR12210gene PMID:12090248 20190214 positive regulation of transcription from RNA polymerase II promoter in response to heat stress
SGD:S000003933 Plasma membrane-associated protein phosphataseGO:0061408 {"relationship": {"relation": [{"id": "BFO:0000050", "label": "part of"}], "id": "GO:0071474", "label": "cellular hyperosmotic response"}}SGD NCBITaxon:559292IGI SGD:S000004009PANTHER:PTHR12210gene PMID:12090248 20190214 positive regulation of transcription from RNA polymerase II promoter in response to heat stress
SGD:S000005041 Component of the Rpd3L histone deacetylase complexGO:0061408 SGD NCBITaxon:559292IMP PANTHER:PTHR10333gene PMID:20398213 20120125 positive regulation of transcription from RNA polymerase II promoter in response to heat stress
SGD:S000004640 Stress-responsive transcriptional activatorGO:0061407 SGD NCBITaxon:559292IGI SGD:S000001545PANTHER:PTHR14596gene PMID:10652100 20120117 positive regulation of transcription from RNA polymerase II promoter in response to hydrogen peroxide
SGD:S000004640 Stress-responsive transcriptional activatorGO:0061407 SGD NCBITaxon:559292IMP PANTHER:PTHR14596gene PMID:11102521 20120117 positive regulation of transcription from RNA polymerase II promoter in response to hydrogen peroxide
SGD:S000004640 Stress-responsive transcriptional activatorGO:0061407 SGD NCBITaxon:559292IGI SGD:S000001545PANTHER:PTHR14596gene PMID:11102521 20120117 positive regulation of transcription from RNA polymerase II promoter in response to hydrogen peroxide
SGD:S000004640 Stress-responsive transcriptional activatorGO:0061407 SGD NCBITaxon:559292IGI SGD:S000001545PANTHER:PTHR14596gene PMID:8641288 20120117 positive regulation of transcription from RNA polymerase II promoter in response to hydrogen peroxide
SGD:S000001545 Stress-responsive transcriptional activatorGO:0061407 SGD NCBITaxon:559292IGI SGD:S000004640PANTHER:PTHR14596gene PMID:10652100 20120117 positive regulation of transcription from RNA polymerase II promoter in response to hydrogen peroxide
SGD:S000001545 Stress-responsive transcriptional activatorGO:0061407 SGD NCBITaxon:559292IMP PANTHER:PTHR14596gene PMID:11102521 20120117 positive regulation of transcription from RNA polymerase II promoter in response to hydrogen peroxide
SGD:S000001545 Stress-responsive transcriptional activatorGO:0061407 SGD NCBITaxon:559292IGI SGD:S000004640PANTHER:PTHR14596gene PMID:11102521 20120117 positive regulation of transcription from RNA polymerase II promoter in response to hydrogen peroxide
SGD:S000001545 Stress-responsive transcriptional activatorGO:0061407 SGD NCBITaxon:559292IGI SGD:S000004640PANTHER:PTHR14596gene PMID:8641288 20120117 positive regulation of transcription from RNA polymerase II promoter in response to hydrogen peroxide
SGD:S000004640 Stress-responsive transcriptional activatorGO:0061405 SGD NCBITaxon:559292IGI SGD:S000001545PANTHER:PTHR14596gene PMID:17055490 20120117 positive regulation of transcription from RNA polymerase II promoter in response to hydrostatic pressure
SGD:S000001545 Stress-responsive transcriptional activatorGO:0061405 SGD NCBITaxon:559292IGI SGD:S000004640PANTHER:PTHR14596gene PMID:17055490 20120117 positive regulation of transcription from RNA polymerase II promoter in response to hydrostatic pressure
SGD:S000001472 ER membrane protein involved in regulation of OLE1 transcriptionGO:0061419 SGD NCBITaxon:559292IMP PANTHER:PTHR24118gene PMID:11509659 20120130 positive regulation of transcription from RNA polymerase II promoter in response to hypoxia
SGD:S000004640 Stress-responsive transcriptional activatorGO:0061404 SGD NCBITaxon:559292IGI SGD:S000001545PANTHER:PTHR14596gene PMID:10652100 20120117 positive regulation of transcription from RNA polymerase II promoter in response to increased salt
SGD:S000004640 Stress-responsive transcriptional activatorGO:0061404 SGD NCBITaxon:559292IGI SGD:S000001545PANTHER:PTHR14596gene PMID:17914901 20120117 positive regulation of transcription from RNA polymerase II promoter in response to increased salt
SGD:S000004640 Stress-responsive transcriptional activatorGO:0061404 SGD NCBITaxon:559292IGI SGD:S000001545PANTHER:PTHR14596gene PMID:8641288 20120117 positive regulation of transcription from RNA polymerase II promoter in response to increased salt
SGD:S000001545 Stress-responsive transcriptional activatorGO:0061404 SGD NCBITaxon:559292IGI SGD:S000004640PANTHER:PTHR14596gene PMID:10652100 20120117 positive regulation of transcription from RNA polymerase II promoter in response to increased salt
SGD:S000001545 Stress-responsive transcriptional activatorGO:0061404 SGD NCBITaxon:559292IGI SGD:S000004640PANTHER:PTHR14596gene PMID:17914901 20120117 positive regulation of transcription from RNA polymerase II promoter in response to increased salt
SGD:S000001545 Stress-responsive transcriptional activatorGO:0061404 SGD NCBITaxon:559292IGI SGD:S000004640PANTHER:PTHR14596gene PMID:8641288 20120117 positive regulation of transcription from RNA polymerase II promoter in response to increased salt
SGD:S000004972 Transcription factor, activates transcription of stress response genesGO:0061404 SGD NCBITaxon:559292IMP PANTHER:PTHR24388gene PMID:11523797 20120117 positive regulation of transcription from RNA polymerase II promoter in response to increased salt
SGD:S000004972 Transcription factor, activates transcription of stress response genesGO:0061404 SGD NCBITaxon:559292IMP PANTHER:PTHR24388gene PMID:9407035 20120117 positive regulation of transcription from RNA polymerase II promoter in response to increased salt
SGD:S000004972 Transcription factor, activates transcription of stress response genesGO:0061404 SGD NCBITaxon:559292IMP PANTHER:PTHR24388gene PMID:9559673 20120117 positive regulation of transcription from RNA polymerase II promoter in response to increased salt
SGD:S000005476 Transcriptional activatorGO:0061404 SGD NCBITaxon:559292IMP PANTHER:PTHR37784gene PMID:10409737 20120131 positive regulation of transcription from RNA polymerase II promoter in response to increased salt
SGD:S000005476 Transcriptional activatorGO:0061404 SGD NCBITaxon:559292IGI SGD:S000004783PANTHER:PTHR37784gene PMID:10409737 20120131 positive regulation of transcription from RNA polymerase II promoter in response to increased salt
SGD:S000001457 Basic leucine zipper (bZIP) iron-sensing transcription factorGO:0010723 SGD NCBITaxon:559292IMP gene PMID:18070921 20110923 positive regulation of transcription from RNA polymerase II promoter in response to iron
SGD:S000001472 ER membrane protein involved in regulation of OLE1 transcriptionGO:0036086 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "SGD:S000003023", "label": "SGD:S000003023"}}SGD NCBITaxon:559292IMP PANTHER:PTHR24118gene PMID:29627385 20180604 positive regulation of transcription from RNA polymerase II promoter in response to iron ion starvation
SGD:S000003039 Transcription factor involved in iron utilization and homeostasisGO:0036086 {"relationship": {"relation": [{"id": "RO:0002092", "label": "happens during"}], "id": "GO:0010106", "label": "cellular response to iron ion starvation"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "SGD:S000004938", "label": "SGD:S000004938"}}SGD NCBITaxon:559292IMP gene PMID:12095998 20141028 positive regulation of transcription from RNA polymerase II promoter in response to iron ion starvation
SGD:S000003039 Transcription factor involved in iron utilization and homeostasisGO:0036086 SGD NCBITaxon:559292IMP gene PMID:7720713 20120209 positive regulation of transcription from RNA polymerase II promoter in response to iron ion starvation
SGD:S000006123 Iron-regulated transcriptional activatorGO:0036086 SGD NCBITaxon:559292IGI SGD:S000003039 gene PMID:16024809 20120215 positive regulation of transcription from RNA polymerase II promoter in response to iron ion starvation
SGD:S000005476 Transcriptional activatorGO:0097239 SGD NCBITaxon:559292IMP PANTHER:PTHR37784gene PMID:15773992 20120209 positive regulation of transcription from RNA polymerase II promoter in response to methylglyoxal
SGD:S000004640 Stress-responsive transcriptional activatorGO:0036278 {"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000003124", "label": "SGD:S000003124"}}SGD NCBITaxon:559292IGI SGD:S000001545PANTHER:PTHR14596gene PMID:26947009 20171121 positive regulation of transcription from RNA polymerase II promoter in response to nitrogen starvation
SGD:S000001545 Stress-responsive transcriptional activatorGO:0036278 {"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000003124", "label": "SGD:S000003124"}}SGD NCBITaxon:559292IGI SGD:S000004640PANTHER:PTHR14596gene PMID:26947009 20171121 positive regulation of transcription from RNA polymerase II promoter in response to nitrogen starvation
SGD:S000001873 Transcriptional activator of nitrogen catabolite repression genesGO:0036278 {"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000001214", "label": "SGD:S000001214"}}SGD NCBITaxon:559292IMP PANTHER:PTHR10071gene PMID:26649943 20180216 positive regulation of transcription from RNA polymerase II promoter in response to nitrogen starvation
SGD:S000001873 Transcriptional activator of nitrogen catabolite repression genesGO:0036278 {"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000000174", "label": "SGD:S000000174"}}SGD NCBITaxon:559292IMP PANTHER:PTHR10071gene PMID:26649943 20180216 positive regulation of transcription from RNA polymerase II promoter in response to nitrogen starvation
SGD:S000001873 Transcriptional activator of nitrogen catabolite repression genesGO:0036278 {"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000002308", "label": "SGD:S000002308"}}SGD NCBITaxon:559292IMP PANTHER:PTHR10071gene PMID:26649943 20180216 positive regulation of transcription from RNA polymerase II promoter in response to nitrogen starvation
SGD:S000001873 Transcriptional activator of nitrogen catabolite repression genesGO:0036278 {"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000006087", "label": "SGD:S000006087"}}SGD NCBITaxon:559292IMP PANTHER:PTHR10071gene PMID:26649943 20180216 positive regulation of transcription from RNA polymerase II promoter in response to nitrogen starvation
SGD:S000001873 Transcriptional activator of nitrogen catabolite repression genesGO:0036278 {"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000001408", "label": "SGD:S000001408"}}SGD NCBITaxon:559292IMP PANTHER:PTHR10071gene PMID:26649943 20180216 positive regulation of transcription from RNA polymerase II promoter in response to nitrogen starvation
SGD:S000000842 Transcriptional activator of genes regulated by nitrogen catabolite rGO:0036278 {"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000001214", "label": "SGD:S000001214"}}SGD NCBITaxon:559292IMP PANTHER:PTHR10071gene PMID:26649943 20180216 positive regulation of transcription from RNA polymerase II promoter in response to nitrogen starvation
SGD:S000000842 Transcriptional activator of genes regulated by nitrogen catabolite rGO:0036278 {"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000000174", "label": "SGD:S000000174"}}SGD NCBITaxon:559292IMP PANTHER:PTHR10071gene PMID:26649943 20180216 positive regulation of transcription from RNA polymerase II promoter in response to nitrogen starvation
SGD:S000000842 Transcriptional activator of genes regulated by nitrogen catabolite rGO:0036278 {"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000002308", "label": "SGD:S000002308"}}SGD NCBITaxon:559292IMP PANTHER:PTHR10071gene PMID:26649943 20180216 positive regulation of transcription from RNA polymerase II promoter in response to nitrogen starvation
SGD:S000000842 Transcriptional activator of genes regulated by nitrogen catabolite rGO:0036278 {"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000006087", "label": "SGD:S000006087"}}SGD NCBITaxon:559292IMP PANTHER:PTHR10071gene PMID:26649943 20180216 positive regulation of transcription from RNA polymerase II promoter in response to nitrogen starvation
SGD:S000000842 Transcriptional activator of genes regulated by nitrogen catabolite rGO:0036278 {"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000001408", "label": "SGD:S000001408"}}SGD NCBITaxon:559292IMP PANTHER:PTHR10071gene PMID:26649943 20180216 positive regulation of transcription from RNA polymerase II promoter in response to nitrogen starvation
SGD:S000000735 bZIP transcriptional activator of amino acid biosynthetic genesGO:0036278 {"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000003148", "label": "SGD:S000003148"}}SGD NCBITaxon:559292IMP PANTHER:PTHR11462gene PMID:26649943 20180216 positive regulation of transcription from RNA polymerase II promoter in response to nitrogen starvation
SGD:S000001295 Regulatory subunit of the cyclic AMP-dependent protein kinase (PKA)GO:0036278 {"relationship": {"relation": [{"id": "GOREL:0098788", "label": "regulates transcription of"}], "id": "SGD:S000003124", "label": "SGD:S000003124"}}SGD NCBITaxon:559292IMP PANTHER:PTHR11635gene PMID:26947009 20171121 positive regulation of transcription from RNA polymerase II promoter in response to nitrogen starvation
SGD:S000004640 Stress-responsive transcriptional activatorGO:0061403 SGD NCBITaxon:559292IGI SGD:S000001545PANTHER:PTHR14596gene PMID:16710843 20120117 positive regulation of transcription from RNA polymerase II promoter in response to nitrosative stress
SGD:S000001545 Stress-responsive transcriptional activatorGO:0061403 SGD NCBITaxon:559292IGI SGD:S000004640PANTHER:PTHR14596gene PMID:16710843 20120117 positive regulation of transcription from RNA polymerase II promoter in response to nitrosative stress
SGD:S000004783 Transcription factor for glycerol biosynthetic genesGO:0061393 SGD NCBITaxon:559292IMP PANTHER:PTHR37784gene PMID:10409737 20120113 positive regulation of transcription from RNA polymerase II promoter in response to osmotic stress
SGD:S000004783 Transcription factor for glycerol biosynthetic genesGO:0061393 SGD NCBITaxon:559292IGI SGD:S000001545PANTHER:PTHR37784gene PMID:10409737 20120113 positive regulation of transcription from RNA polymerase II promoter in response to osmotic stress
SGD:S000004783 Transcription factor for glycerol biosynthetic genesGO:0061393 SGD NCBITaxon:559292IGI SGD:S000004640PANTHER:PTHR37784gene PMID:10409737 20120113 positive regulation of transcription from RNA polymerase II promoter in response to osmotic stress
SGD:S000004783 Transcription factor for glycerol biosynthetic genesGO:0061393 SGD NCBITaxon:559292IGI SGD:S000005476PANTHER:PTHR37784gene PMID:10409737 20120113 positive regulation of transcription from RNA polymerase II promoter in response to osmotic stress
SGD:S000004783 Transcription factor for glycerol biosynthetic genesGO:0061393 SGD NCBITaxon:559292IMP PANTHER:PTHR37784gene PMID:10722658 20120113 positive regulation of transcription from RNA polymerase II promoter in response to osmotic stress
SGD:S000004783 Transcription factor for glycerol biosynthetic genesGO:0061393 SGD NCBITaxon:559292IGI SGD:S000004103PANTHER:PTHR37784gene PMID:10722658 20120113 positive regulation of transcription from RNA polymerase II promoter in response to osmotic stress
SGD:S000004674 Transcriptional repressor, activatorGO:0061393 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "SGD:S000001064", "label": "SGD:S000001064"}}SGD NCBITaxon:559292IMP PANTHER:PTHR40626gene PMID:23435728 20160301 positive regulation of transcription from RNA polymerase II promoter in response to osmotic stress
SGD:S000004674 Transcriptional repressor, activatorGO:0061393 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "SGD:S000001182", "label": "SGD:S000001182"}}SGD NCBITaxon:559292IMP PANTHER:PTHR40626gene PMID:23435728 20160301 positive regulation of transcription from RNA polymerase II promoter in response to osmotic stress
SGD:S000004674 Transcriptional repressor, activatorGO:0061393 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "SGD:S000004787", "label": "SGD:S000004787"}}SGD NCBITaxon:559292IMP PANTHER:PTHR40626gene PMID:23435728 20160301 positive regulation of transcription from RNA polymerase II promoter in response to osmotic stress
SGD:S000004674 Transcriptional repressor, activatorGO:0061393 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "SGD:S000001181", "label": "SGD:S000001181"}}SGD NCBITaxon:559292IMP PANTHER:PTHR40626gene PMID:23435728 20160301 positive regulation of transcription from RNA polymerase II promoter in response to osmotic stress
SGD:S000005111 Basic leucine zipper transcription factor of the ATF/CREB familyGO:0061393 SGD NCBITaxon:559292IMP gene PMID:10825197 20111216 positive regulation of transcription from RNA polymerase II promoter in response to osmotic stress
SGD:S000005111 Basic leucine zipper transcription factor of the ATF/CREB familyGO:0061393 SGD NCBITaxon:559292IMP gene PMID:11113177 20111216 positive regulation of transcription from RNA polymerase II promoter in response to osmotic stress
SGD:S000005111 Basic leucine zipper transcription factor of the ATF/CREB familyGO:0061393 SGD NCBITaxon:559292IGI SGD:S000004103 gene PMID:11113177 20111216 positive regulation of transcription from RNA polymerase II promoter in response to osmotic stress
SGD:S000005111 Basic leucine zipper transcription factor of the ATF/CREB familyGO:0061393 SGD NCBITaxon:559292IMP gene PMID:11230135 20111216 positive regulation of transcription from RNA polymerase II promoter in response to osmotic stress
SGD:S000005111 Basic leucine zipper transcription factor of the ATF/CREB familyGO:0061393 SGD NCBITaxon:559292IGI SGD:S000004103 gene PMID:11230135 20111216 positive regulation of transcription from RNA polymerase II promoter in response to osmotic stress
SGD:S000005111 Basic leucine zipper transcription factor of the ATF/CREB familyGO:0061393 SGD NCBITaxon:559292IDA gene PMID:12086627 20111216 positive regulation of transcription from RNA polymerase II promoter in response to osmotic stress
SGD:S000005111 Basic leucine zipper transcription factor of the ATF/CREB familyGO:0061393 SGD NCBITaxon:559292IMP gene PMID:12086627 20111216 positive regulation of transcription from RNA polymerase II promoter in response to osmotic stress
SGD:S000000386 MADS-box transcription factor involved in osmotic stress responseGO:0061393 SGD NCBITaxon:559292IMP PANTHER:PTHR11945gene PMID:12482976 20120117 positive regulation of transcription from RNA polymerase II promoter in response to osmotic stress
SGD:S000000386 MADS-box transcription factor involved in osmotic stress responseGO:0061393 SGD NCBITaxon:559292IGI SGD:S000004103PANTHER:PTHR11945gene PMID:12482976 20120117 positive regulation of transcription from RNA polymerase II promoter in response to osmotic stress
SGD:S000004103 Mitogen-activated protein kinase involved in osmoregulationGO:0061393 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "SGD:S000001064", "label": "SGD:S000001064"}}SGD NCBITaxon:559292IMP PANTHER:PTHR24055gene PMID:23435728 20160301 positive regulation of transcription from RNA polymerase II promoter in response to osmotic stress
SGD:S000004103 Mitogen-activated protein kinase involved in osmoregulationGO:0061393 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "SGD:S000001182", "label": "SGD:S000001182"}}SGD NCBITaxon:559292IMP PANTHER:PTHR24055gene PMID:23435728 20160301 positive regulation of transcription from RNA polymerase II promoter in response to osmotic stress
SGD:S000004103 Mitogen-activated protein kinase involved in osmoregulationGO:0061393 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "SGD:S000004787", "label": "SGD:S000004787"}}SGD NCBITaxon:559292IMP PANTHER:PTHR24055gene PMID:23435728 20160301 positive regulation of transcription from RNA polymerase II promoter in response to osmotic stress
SGD:S000004103 Mitogen-activated protein kinase involved in osmoregulationGO:0061393 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "SGD:S000001181", "label": "SGD:S000001181"}}SGD NCBITaxon:559292IMP PANTHER:PTHR24055gene PMID:23435728 20160301 positive regulation of transcription from RNA polymerase II promoter in response to osmotic stress
SGD:S000004103 Mitogen-activated protein kinase involved in osmoregulationGO:0061393 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "SGD:S000002363", "label": "SGD:S000002363"}}SGD NCBITaxon:559292IMP PANTHER:PTHR24055gene PMID:23435728 20160301 positive regulation of transcription from RNA polymerase II promoter in response to osmotic stress
SGD:S000004103 Mitogen-activated protein kinase involved in osmoregulationGO:0061393 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "SGD:S000006144", "label": "SGD:S000006144"}}SGD NCBITaxon:559292IMP PANTHER:PTHR24055gene PMID:23435728 20160301 positive regulation of transcription from RNA polymerase II promoter in response to osmotic stress
SGD:S000004103 Mitogen-activated protein kinase involved in osmoregulationGO:0061393 {"relationship": {"relation": [{"id": "RO:0002092", "label": "happens during"}], "id": "GO:0071470", "label": "cellular response to osmotic stress"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "SGD:S000000364", "label": "SGD:S000000364"}}SGD NCBITaxon:559292IMP PANTHER:PTHR24055gene PMID:24508389 20141028 positive regulation of transcription from RNA polymerase II promoter in response to osmotic stress
SGD:S000003865 Cytosolic copper-zinc superoxide dismutaseGO:0036091 SGD NCBITaxon:559292IMP PANTHER:PTHR10003gene PMID:24647101 20140327 positive regulation of transcription from RNA polymerase II promoter in response to oxidative stress
SGD:S000000287 Transcription factor targeting filamentation genes and Ty1 expressionGO:0036003 SGD NCBITaxon:559292IDA PANTHER:PTHR11834gene PMID:9036858 20141030 positive regulation of transcription from RNA polymerase II promoter in response to stress
SGD:S000002178 Transcription factor that stimulates expression of proteasome genesGO:0036003 SGD NCBITaxon:559292IMP gene PMID:11027285 20120216 positive regulation of transcription from RNA polymerase II promoter in response to stress
SGD:S000002178 Transcription factor that stimulates expression of proteasome genesGO:0036003 SGD NCBITaxon:559292IMP gene PMID:16556235 20120216 positive regulation of transcription from RNA polymerase II promoter in response to stress
SGD:S000002178 Transcription factor that stimulates expression of proteasome genesGO:0036003 SGD NCBITaxon:559292IMP gene PMID:18086556 20120216 positive regulation of transcription from RNA polymerase II promoter in response to stress
SGD:S000002178 Transcription factor that stimulates expression of proteasome genesGO:0036003 SGD NCBITaxon:559292IMP gene PMID:18627600 20120216 positive regulation of transcription from RNA polymerase II promoter in response to stress
SGD:S000002178 Transcription factor that stimulates expression of proteasome genesGO:0036003 SGD NCBITaxon:559292HMP gene PMID:11027285 20120215 positive regulation of transcription from RNA polymerase II promoter in response to stress
SGD:S000002178 Transcription factor that stimulates expression of proteasome genesGO:0036003 SGD NCBITaxon:559292HMP gene PMID:18627600 20120215 positive regulation of transcription from RNA polymerase II promoter in response to stress
SGD:S000006212 Transcriptional activator involved in adaptation to weak acid stressGO:0036003 SGD NCBITaxon:559292IMP PANTHER:PTHR28088gene PMID:16176797 20140826 positive regulation of transcription from RNA polymerase II promoter in response to stress
SGD:S000002831 AP-1-like basic leucine zipper (bZIP) transcriptional activatorGO:0036003 SGD NCBITaxon:559292IGI SGD:S000004466 gene PMID:9372930 20120226 positive regulation of transcription from RNA polymerase II promoter in response to stress
SGD:S000004256 Transcription factorGO:0036003 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "SGD:S000003513", "label": "SGD:S000003513"}}SGD NCBITaxon:559292IMP PANTHER:PTHR31405gene PMID:12529331 20141028 positive regulation of transcription from RNA polymerase II promoter in response to stress
SGD:S000004256 Transcription factorGO:0036003 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "SGD:S000003429", "label": "SGD:S000003429"}}SGD NCBITaxon:559292IMP PANTHER:PTHR31405gene PMID:12529331 20141028 positive regulation of transcription from RNA polymerase II promoter in response to stress
SGD:S000004256 Transcription factorGO:0036003 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "SGD:S000003456", "label": "SGD:S000003456"}}SGD NCBITaxon:559292IMP PANTHER:PTHR31405gene PMID:12529331 20141028 positive regulation of transcription from RNA polymerase II promoter in response to stress
SGD:S000004256 Transcription factorGO:0036003 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "SGD:S000003752", "label": "SGD:S000003752"}}SGD NCBITaxon:559292IMP PANTHER:PTHR31405gene PMID:12529331 20141028 positive regulation of transcription from RNA polymerase II promoter in response to stress
SGD:S000004256 Transcription factorGO:0036003 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "SGD:S000002814", "label": "SGD:S000002814"}}SGD NCBITaxon:559292IMP PANTHER:PTHR31405gene PMID:12529331 20141028 positive regulation of transcription from RNA polymerase II promoter in response to stress
SGD:S000004256 Transcription factorGO:0036003 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "SGD:S000003979", "label": "SGD:S000003979"}}SGD NCBITaxon:559292IMP PANTHER:PTHR31405gene PMID:12529331 20141028 positive regulation of transcription from RNA polymerase II promoter in response to stress
SGD:S000004256 Transcription factorGO:0036003 SGD NCBITaxon:559292IPI PANTHER:PTHR31405gene PMID:12529331 20110921 positive regulation of transcription from RNA polymerase II promoter in response to stress
SGD:S000006010 MADS-box transcription factorGO:0036003 SGD NCBITaxon:559292IMP PANTHER:PTHR11945gene PMID:12410835 20120225 positive regulation of transcription from RNA polymerase II promoter in response to stress
SGD:S000006010 MADS-box transcription factorGO:0036003 SGD NCBITaxon:559292IDA PANTHER:PTHR11945gene PMID:15116342 20120225 positive regulation of transcription from RNA polymerase II promoter in response to stress
SGD:S000004640 Stress-responsive transcriptional activatorGO:0097236 SGD NCBITaxon:559292IGI SGD:S000001545PANTHER:PTHR14596gene PMID:19702872 20120209 positive regulation of transcription from RNA polymerase II promoter in response to zinc ion starvation
SGD:S000001545 Stress-responsive transcriptional activatorGO:0097236 SGD NCBITaxon:559292IGI SGD:S000004640PANTHER:PTHR14596gene PMID:19702872 20120209 positive regulation of transcription from RNA polymerase II promoter in response to zinc ion starvation
SGD:S000001452 Protein containing GATA family zinc finger motifsGO:0097236 {"relationship": {"relation": [{"id": "RO:0002233", "label": "has input"}], "id": "SGD:S000003224", "label": "SGD:S000003224"}}SGD NCBITaxon:559292IDA gene PMID:10392447 20190618 positive regulation of transcription from RNA polymerase II promoter in response to zinc ion starvation
SGD:S000003592 Zinc-regulated transcription factorGO:0097236 {"relationship": {"relation": [{"id": "RO:0002092", "label": "happens during"}], "id": "GO:0034224", "label": "cellular response to zinc ion starvation"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "SGD:S000004938", "label": "SGD:S000004938"}}SGD NCBITaxon:559292IMP PANTHER:PTHR19818gene PMID:12095998 20141028 positive regulation of transcription from RNA polymerase II promoter in response to zinc ion starvation
SGD:S000004640 Stress-responsive transcriptional activatorGO:0061434 SGD NCBITaxon:559292IGI SGD:S000001545PANTHER:PTHR14596gene PMID:17914901 20120501 regulation of replicative cell aging by regulation of transcription from RNA polymerase II promoter in response to caloric restriction
SGD:S000001545 Stress-responsive transcriptional activatorGO:0061434 SGD NCBITaxon:559292IGI SGD:S000004640PANTHER:PTHR14596gene PMID:17914901 20120501 regulation of replicative cell aging by regulation of transcription from RNA polymerase II promoter in response to caloric restriction
SGD:S000001318 Transcriptional activatorGO:0061420 SGD NCBITaxon:559292IMP gene PMID:16533810 20120127 regulation of transcription from RNA polymerase II promoter in response to biotin starvation



SGD:S000001318 Transcriptional activatorGO:0061420 SGD NCBITaxon:559292IMP gene PMID:21278159 20120127 regulation of transcription from RNA polymerase II promoter in response to biotin starvation
SGD:S000004422 ATP-dependent 5' to 3' RNA/DNA and DNA helicaseGO:1990248 SGD NCBITaxon:559292IMP PANTHER:PTHR10887gene PMID:23741394 20140207 regulation of transcription from RNA polymerase II promoter in response to DNA damage
SGD:S000003821 Basic helix-loop-helix (bHLH) proteinGO:0061432 SGD NCBITaxon:559292IMP gene PMID:7891681 20120209 regulation of transcription from RNA polymerase II promoter in response to methionine
SGD:S000004103 Mitogen-activated protein kinase involved in osmoregulationGO:0061392 {"relationship": {"relation": [{"id": "RO:0002092", "label": "happens during"}], "id": "GO:0071470", "label": "cellular response to osmotic stress"}}SGD NCBITaxon:559292IDA PANTHER:PTHR24055gene PMID:23178807 20140710 regulation of transcription from RNA polymerase II promoter in response to osmotic stress
SGD:S000001249 Nuclear response regulator and transcription factorGO:0043619 SGD NCBITaxon:559292IMP PANTHER:PTHR10015gene PMID:17965252 20110207 regulation of transcription from RNA polymerase II promoter in response to oxidative stress
SGD:S000001248 AGC family protein kinaseGO:0043619 SGD NCBITaxon:559292IMP PANTHER:PTHR24356gene PMID:17568771 20071105 regulation of transcription from RNA polymerase II promoter in response to oxidative stress
SGD:S000001221 Transcription factorGO:0043619 SGD NCBITaxon:559292IMP gene PMID:16914749 20071008 regulation of transcription from RNA polymerase II promoter in response to oxidative stress
SGD:S000003099 Subunit of Snt2C complex, RING finger ubiquitin ligase (E3)GO:0043619 SGD NCBITaxon:559292IDA PANTHER:PTHR47672gene PMID:23878396 20130729 regulation of transcription from RNA polymerase II promoter in response to oxidative stress
SGD:S000003099 Subunit of Snt2C complex, RING finger ubiquitin ligase (E3)GO:0043619 SGD NCBITaxon:559292IMP PANTHER:PTHR47672gene PMID:23878396 20130729 regulation of transcription from RNA polymerase II promoter in response to oxidative stress
SGD:S000005688 Zn2-Cys6 zinc-finger transcription factorGO:0043619 SGD NCBITaxon:559292IDA PANTHER:PTHR31405gene PMID:9767597 20110909 regulation of transcription from RNA polymerase II promoter in response to oxidative stress
SGD:S000005688 Zn2-Cys6 zinc-finger transcription factorGO:0043619 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "SGD:S000005688", "label": "SGD:S000005688"}}SGD NCBITaxon:559292IMP PANTHER:PTHR31405gene PMID:9767597 20141030 regulation of transcription from RNA polymerase II promoter in response to oxidative stress
SGD:S000005688 Zn2-Cys6 zinc-finger transcription factorGO:0043619 SGD NCBITaxon:559292IGI SGD:S000000101PANTHER:PTHR31405gene PMID:9767597 20110909 regulation of transcription from RNA polymerase II promoter in response to oxidative stress
SGD:S000005688 Zn2-Cys6 zinc-finger transcription factorGO:0043619 SGD NCBITaxon:559292IGI SGD:S000002418PANTHER:PTHR31405gene PMID:9767597 20110909 regulation of transcription from RNA polymerase II promoter in response to oxidative stress
SGD:S000005688 Zn2-Cys6 zinc-finger transcription factorGO:0043619 SGD NCBITaxon:559292IGI SGD:S000002981PANTHER:PTHR31405gene PMID:9767597 20110909 regulation of transcription from RNA polymerase II promoter in response to oxidative stress
SGD:S000004466 Basic leucine zipper (bZIP) transcription factorGO:0043619 SGD NCBITaxon:559292IDA gene PMID:11056165 20070606 regulation of transcription from RNA polymerase II promoter in response to oxidative stress
SGD:S000006151 Putative transcription factor containing a C2H2 zinc fingerGO:0061416 SGD NCBITaxon:559292IMP gene PMID:18667581 20120126 regulation of transcription from RNA polymerase II promoter in response to salt stress
SGD:S000004642 Transcriptional regulatorGO:0043618 SGD NCBITaxon:559292IDA PANTHER:PTHR13215gene PMID:19204085 20090224 regulation of transcription from RNA polymerase II promoter in response to stress
SGD:S000004642 Transcriptional regulatorGO:0043618 SGD NCBITaxon:559292IMP PANTHER:PTHR13215gene PMID:19204085 20090224 regulation of transcription from RNA polymerase II promoter in response to stress
SGD:S000004642 Transcriptional regulatorGO:0043618 SGD NCBITaxon:559292IGI SGD:S000004103PANTHER:PTHR13215gene PMID:19204085 20090224 regulation of transcription from RNA polymerase II promoter in response to stress
SGD:S000001161 Histone methyltransferase, subunit of the COMPASS (Set1C) complexGO:0043618 SGD NCBITaxon:559292IMP PANTHER:PTHR45814gene PMID:16959218 20090224 regulation of transcription from RNA polymerase II promoter in response to stress
SGD:S000001161 Histone methyltransferase, subunit of the COMPASS (Set1C) complexGO:0043618 SGD NCBITaxon:559292IGI SGD:S000006074PANTHER:PTHR45814gene PMID:16959218 20090224 regulation of transcription from RNA polymerase II promoter in response to stress
SGD:S000003118 ATPase and nucleosome spacing factorGO:0043618 SGD NCBITaxon:559292IMP PANTHER:PTHR45685gene PMID:19620280 20090727 regulation of transcription from RNA polymerase II promoter in response to stress
SGD:S000001415 Peptidyl-prolyl cis/trans-isomeraseGO:0043618 SGD NCBITaxon:559292IMP PANTHER:PTHR10012gene PMID:21129186 20110309 regulation of transcription from RNA polymerase II promoter in response to stress
SGD:S000001415 Peptidyl-prolyl cis/trans-isomeraseGO:0043618 SGD NCBITaxon:559292IPI SGD:S000002299PANTHER:PTHR10012gene PMID:21129186 20110309 regulation of transcription from RNA polymerase II promoter in response to stress
SGD:S000001298 Basic leucine zipper (bZIP) transcription factor from ATF/CREB familyGO:0043618 SGD NCBITaxon:559292IDA gene PMID:27143390 20160609 regulation of transcription from RNA polymerase II promoter in response to stress
SGD:S000003348 Nucleosome remodeling proteinGO:0043618 SGD NCBITaxon:559292IMP PANTHER:PTHR10145gene PMID:19620280 20090727 regulation of transcription from RNA polymerase II promoter in response to stress
SGD:S000003651 Nucleosome assembly factorGO:0043618 SGD NCBITaxon:559292IMP PANTHER:PTHR12040gene PMID:19620280 20090727 regulation of transcription from RNA polymerase II promoter in response to stress
SGD:S000003925 Histone acetyltransferaseGO:0043618 SGD NCBITaxon:559292IMP PANTHER:PTHR31571gene PMID:19620280 20090727 regulation of transcription from RNA polymerase II promoter in response to stress
SGD:S000003796 Protein involved in transcription-coupled nucleotide excision repairGO:0010767 {"relationship": {"relation": [{"id": "RO:0002233", "label": "has input"}], "id": "UniProtKB:P08518", "label": "UniProtKB:P08518"}}SGD NCBITaxon:559292IMP PANTHER:PTHR45629gene PMID:23991048 20180207 regulation of transcription from RNA polymerase II promoter in response to UV-induced DNA damage
SGD:S000003592 Zinc-regulated transcription factorGO:0034225 {"relationship": {"relation": [{"id": "GOREL:0000752", "label": "has_direct_input"}], "id": "SGD:S000004120", "label": "SGD:S000004120"}}SGD NCBITaxon:559292IMP PANTHER:PTHR19818gene PMID:9271382 20140831 regulation of transcription from RNA polymerase II promoter in response to zinc ion starvation
SGD:S000003592 Zinc-regulated transcription factorGO:0034225 {"relationship": {"relation": [{"id": "GOREL:0000752", "label": "has_direct_input"}], "id": "SGD:S000003224", "label": "SGD:S000003224"}}SGD NCBITaxon:559292IMP PANTHER:PTHR19818gene PMID:9271382 20140831 regulation of transcription from RNA polymerase II promoter in response to zinc ion starvation
SGD:S000003592 Zinc-regulated transcription factorGO:0034225 {"relationship": {"relation": [{"id": "GOREL:0000752", "label": "has_direct_input"}], "id": "SGD:S000003224", "label": "SGD:S000003224"}}SGD NCBITaxon:559292IMP PANTHER:PTHR19818gene PMID:9786867 20140831 regulation of transcription from RNA polymerase II promoter in response to zinc ion starvation
SGD:S000003592 Zinc-regulated transcription factorGO:0034225 {"relationship": {"relation": [{"id": "GOREL:0000752", "label": "has_direct_input"}], "id": "SGD:S000004120", "label": "SGD:S000004120"}}SGD NCBITaxon:559292IMP PANTHER:PTHR19818gene PMID:9786867 20140831 regulation of transcription from RNA polymerase II promoter in response to zinc ion starvation
SGD:S000003592 Zinc-regulated transcription factorGO:0034225 {"relationship": {"relation": [{"id": "GOREL:0000752", "label": "has_direct_input"}], "id": "SGD:S000003592", "label": "SGD:S000003592"}}SGD NCBITaxon:559292IMP PANTHER:PTHR19818gene PMID:9786867 20140831 regulation of transcription from RNA polymerase II promoter in response to zinc ion starvation
TAIR:locus:2035609 GO:0043619 TAIR NCBITaxon:3702IMP protein TAIR:locus:2035609PMID:17616737|TAIR:Publication:50172277920071112 regulation of transcription from RNA polymerase II promoter in response to oxidative stress
TAIR:locus:2057635 AT2G33700 GO:0061416 TAIR NCBITaxon:3702IMP protein TAIR:locus:2057635PMID:22627139|TAIR:Publication:50174887820120614 regulation of transcription from RNA polymerase II promoter in response to salt stress
TAIR:locus:2202390 AT1G47870 GO:0010767 TAIR NCBITaxon:3702IMP protein TAIR:locus:2202390PMID:30427087|TAIR:Publication:50178203820181205 regulation of transcription from RNA polymerase II promoter in response to UV-induced DNA damage
UniProtKB:Q9NWT6Hypoxia-inducible factor 1-alpha inhibitorGO:0061428 UniProt NCBITaxon:9606IDA PANTHER:PTHR12461protein PMID:11641274 20120423 negative regulation of transcription from RNA polymerase II promoter in response to hypoxia
UniProtKB:Q8IXJ6 NAD-dependent protein deacetylase sirtuin-2GO:0061428 UniProt NCBITaxon:9606IMP PANTHER:PTHR11085protein PMID:24681946 20140527 negative regulation of transcription from RNA polymerase II promoter in response to hypoxia
UniProtKB:P40337 von Hippel-Lindau disease tumor suppressorGO:0061428 UniProt NCBITaxon:9606IDA PANTHER:PTHR15160protein PMID:11641274 20120423 negative regulation of transcription from RNA polymerase II promoter in response to hypoxia
UniProtKB:P25685 DnaJ homolog subfamily B member 1GO:0097201 UniProt NCBITaxon:9606IDA PANTHER:PTHR24078protein PMID:9499401 20161129 negative regulation of transcription from RNA polymerase II promoter in response to stress
MGI:MGI:1098233 impact, RWD domain proteinGO:0097201 UniProt NCBITaxon:10090IDA PANTHER:PTHR16301protein MGI:MGI:5576818|PMID:2433342820150917 negative regulation of transcription from RNA polymerase II promoter in response to stress
UniProtKB:O95817 BAG family molecular chaperone regulator 3GO:0097201 UniProt NCBITaxon:9606IMP PANTHER:PTHR12329protein PMID:26159920 20161130 negative regulation of transcription from RNA polymerase II promoter in response to stress
UniProtKB:P0DMV8 Heat shock 70 kDa protein 1AGO:0097201 UniProt NCBITaxon:9606IDA PANTHER:PTHR19375protein PMID:9499401 20161129 negative regulation of transcription from RNA polymerase II promoter in response to stress
RGD:1306822 calcium responsive transcription factorGO:0061400 UniProt NCBITaxon:10116IDA PANTHER:PTHR14694gene PMID:11832226|RGD:855333720130617 positive regulation of transcription from RNA polymerase II promoter in response to calcium ion
UniProtKB:Q8N187 Calcium-responsive transcription factorGO:0061400 UniProt NCBITaxon:9606IDA PANTHER:PTHR14694protein PMID:11832226 20130617 positive regulation of transcription from RNA polymerase II promoter in response to calcium ion
UniProtKB:Q8N187 Calcium-responsive transcription factorGO:0061400 UniProt NCBITaxon:9606IDA PANTHER:PTHR14694protein PMID:22174809 20130617 positive regulation of transcription from RNA polymerase II promoter in response to calcium ion
WB:WBGene00022703 GO:1990440 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "WB:WBGene00008852", "label": "WB:WBGene00008852"}}UniProt NCBITaxon:6239IMP gene PMID:19822669|WB_REF:WBPaper0003529420180327 positive regulation of transcription from RNA polymerase II promoter in response to endoplasmic reticulum stress
WB:WBGene00002147 GO:1990440 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "WB:WBGene00022703", "label": "WB:WBGene00022703"}}UniProt NCBITaxon:6239IMP gene PMID:19822669|WB_REF:WBPaper0003529420180327 positive regulation of transcription from RNA polymerase II promoter in response to endoplasmic reticulum stress
WB:WBGene00008852 GO:1990440 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "WB:WBGene00022703", "label": "WB:WBGene00022703"}}UniProt NCBITaxon:6239IMP gene PMID:19822669|WB_REF:WBPaper0003529420180327 positive regulation of transcription from RNA polymerase II promoter in response to endoplasmic reticulum stress
UniProtKB:Q00613 Heat shock factor protein 1GO:0061408 UniProt NCBITaxon:9606IDA PANTHER:PTHR10015protein PMID:10747973 20161209 positive regulation of transcription from RNA polymerase II promoter in response to heat stress
UniProtKB:Q00613 Heat shock factor protein 1GO:0061408 UniProt NCBITaxon:9606IDA PANTHER:PTHR10015protein PMID:12659875 20161011 positive regulation of transcription from RNA polymerase II promoter in response to heat stress
UniProtKB:Q00613 Heat shock factor protein 1GO:0061408 UniProt NCBITaxon:9606IDA PANTHER:PTHR10015protein PMID:12665592 20161011 positive regulation of transcription from RNA polymerase II promoter in response to heat stress
UniProtKB:Q00613 Heat shock factor protein 1GO:0061408 UniProt NCBITaxon:9606IDA PANTHER:PTHR10015protein PMID:15016915 20161201 positive regulation of transcription from RNA polymerase II promoter in response to heat stress
UniProtKB:Q00613 Heat shock factor protein 1GO:0061408 UniProt NCBITaxon:9606IDA PANTHER:PTHR10015protein PMID:25963659 20161202 positive regulation of transcription from RNA polymerase II promoter in response to heat stress
UniProtKB:Q00613 Heat shock factor protein 1GO:0061408 UniProt NCBITaxon:9606IDA PANTHER:PTHR10015protein PMID:26754925 20161205 positive regulation of transcription from RNA polymerase II promoter in response to heat stress
UniProtKB:Q00613 Heat shock factor protein 1GO:0061408 UniProt NCBITaxon:9606IDA PANTHER:PTHR10015protein PMID:7760831 20161125 positive regulation of transcription from RNA polymerase II promoter in response to heat stress
UniProtKB:Q00613 Heat shock factor protein 1GO:0061408 UniProt NCBITaxon:9606IDA PANTHER:PTHR10015protein PMID:9499401 20161129 positive regulation of transcription from RNA polymerase II promoter in response to heat stress
MGI:MGI:97363 notch 1 GO:0061419 UniProt NCBITaxon:10090IDA PANTHER:PTHR45836protein MGI:MGI:5319604|PMID:1829957820120312 positive regulation of transcription from RNA polymerase II promoter in response to hypoxia
UniProtKB:Q06330 Recombining binding protein suppressor of hairlessGO:0061419 UniProt NCBITaxon:9606IDA PANTHER:PTHR10665protein PMID:23303788 20150317 positive regulation of transcription from RNA polymerase II promoter in response to hypoxia
UniProtKB:Q16665 Hypoxia-inducible factor 1-alphaGO:0061419 UniProt NCBITaxon:9606IMP PANTHER:PTHR23043protein PMID:24681946 20140527 positive regulation of transcription from RNA polymerase II promoter in response to hypoxia
WB:WBGene00006941 GO:0061404 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "WB:WBGene00009824", "label": "WB:WBGene00009824"}}UniProt NCBITaxon:6239IMP gene PMID:23076791|WB_REF:WBPaper0004165720160212 positive regulation of transcription from RNA polymerase II promoter in response to increased salt
WB:WBGene00013355 GO:0061404 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "WB:WBGene00009824", "label": "WB:WBGene00009824"}}UniProt NCBITaxon:6239IMP gene PMID:23076791|WB_REF:WBPaper0004165720160212 positive regulation of transcription from RNA polymerase II promoter in response to increased salt
WB:WBGene00021697 GO:0061404 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "WB:WBGene00009824", "label": "WB:WBGene00009824"}}UniProt NCBITaxon:6239IMP gene PMID:23076791|WB_REF:WBPaper0004165720160212 positive regulation of transcription from RNA polymerase II promoter in response to increased salt
WB:WBGene00013591 GO:0061404 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "WB:WBGene00009824", "label": "WB:WBGene00009824"}}UniProt NCBITaxon:6239IMP gene PMID:23076791|WB_REF:WBPaper0004165720160212 positive regulation of transcription from RNA polymerase II promoter in response to increased salt
UniProtKB:P25713 Metallothionein-3GO:0036091 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "UniProtKB:P09601", "label": "UniProtKB:P09601"}}|{"relationship": {"relation": [{"id": "BFO:0000066", "label": "occurs in"}], "id": "CL:0000540", "label": "neuron"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "UniProtKB:Q16236", "label": "UniProtKB:Q16236"}}UniProt NCBITaxon:9606IDA PANTHER:PTHR23299protein PMID:18554677 20120112 positive regulation of transcription from RNA polymerase II promoter in response to oxidative stress
RGD:620360 nuclear factor, erythroid 2-like 2GO:0036091 UniProt NCBITaxon:10116IMP PANTHER:PTHR24411gene PMID:16314513|RGD:865552820140415 positive regulation of transcription from RNA polymerase II promoter in response to oxidative stress
UniProtKB:Q8TD26 Chromodomain-helicase-DNA-binding protein 6GO:0036091 UniProt NCBITaxon:9606IMP PANTHER:PTHR45623protein PMID:16314513 20140415 positive regulation of transcription from RNA polymerase II promoter in response to oxidative stress
UniProtKB:P58004 Sestrin-2 GO:0036091 UniProt NCBITaxon:9606IMP PANTHER:PTHR12474protein PMID:23274085 20160511 positive regulation of transcription from RNA polymerase II promoter in response to oxidative stress
WB:WBGene00010251 GO:0036003 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "WB:WBGene00003767", "label": "WB:WBGene00003767"}}|{"relationship": {"relation": [{"id": "BFO:0000066", "label": "occurs in"}], "id": "WBbt:0005733", "label": "hypodermis"}}|{"relationship": {"relation": [{"id": "BFO:0000050", "label": "part of"}], "id": "GO:0009611", "label": "response to wounding"}}UniProt NCBITaxon:6239IMP gene PMID:22470487|WB_REF:WBPaper0004094620171128 positive regulation of transcription from RNA polymerase II promoter in response to stress
MGI:MGI:2444248 GCN1 activator of EIF2AK4GO:0036003 UniProt NCBITaxon:10090IDA PANTHER:PTHR23346protein MGI:MGI:5576818|PMID:2433342820150917 positive regulation of transcription from RNA polymerase II promoter in response to stress
WB:WBGene00077712 GO:0036003 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "WB:WBGene00003767", "label": "WB:WBGene00003767"}}|{"relationship": {"relation": [{"id": "BFO:0000066", "label": "occurs in"}], "id": "WBbt:0005733", "label": "hypodermis"}}|{"relationship": {"relation": [{"id": "BFO:0000050", "label": "part of"}], "id": "GO:0009611", "label": "response to wounding"}}UniProt NCBITaxon:6239IMP gene PMID:22470487|WB_REF:WBPaper0004094620171128 positive regulation of transcription from RNA polymerase II promoter in response to stress
UniProtKB:Q04206 Transcription factor p65GO:1901522 {"relationship": {"relation": [{"id": "RO:0002233", "label": "has input"}], "id": "CHEBI:8005", "label": "peptidoglycan"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "UniProtKB:Q8NES8", "label": "UniProtKB:Q8NES8"}}UniProt NCBITaxon:9606IMP PANTHER:PTHR24169protein PMID:24955228 20170510 positive regulation of transcription from RNA polymerase II promoter involved in cellular response to chemical stimulus
WB:WBGene00004055 GO:1901244 {"relationship": {"relation": [{"id": "RO:0002092", "label": "happens during"}], "id": "GO:0050832", "label": "defense response to fungus"}}UniProt NCBITaxon:6239IMP gene PMID:22470487|WB_REF:WBPaper0004094620171128 positive regulation of transcription from RNA polymerase II promoter involved in defense response to fungus
WB:WBGene00010700 GO:1901244 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "WB:WBGene00003769", "label": "WB:WBGene00003769"}}|{"relationship": {"relation": [{"id": "BFO:0000050", "label": "part of"}], "id": "GO:0045087", "label": "innate immune response"}}UniProt NCBITaxon:6239IMP gene PMID:18394898|WB_REF:WBPaper0003166620160217 positive regulation of transcription from RNA polymerase II promoter involved in defense response to fungus
WB:WBGene00010251 GO:1901244 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "WB:WBGene00000555", "label": "WB:WBGene00000555"}}UniProt NCBITaxon:6239IMP gene PMID:22470487|WB_REF:WBPaper0004094620171128 positive regulation of transcription from RNA polymerase II promoter involved in defense response to fungus
WB:WBGene00077712 GO:1901244 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "WB:WBGene00000555", "label": "WB:WBGene00000555"}}|{"relationship": {"relation": [{"id": "BFO:0000066", "label": "occurs in"}], "id": "WBbt:0005733", "label": "hypodermis"}}UniProt NCBITaxon:6239IMP gene PMID:22470487|WB_REF:WBPaper0004094620171128 positive regulation of transcription from RNA polymerase II promoter involved in defense response to fungus
WB:WBGene00006599 GO:1901244 {"relationship": {"relation": [{"id": "RO:0002092", "label": "happens during"}], "id": "GO:0050832", "label": "defense response to fungus"}}UniProt NCBITaxon:6239IMP gene PMID:22470487|WB_REF:WBPaper0004094620171128 positive regulation of transcription from RNA polymerase II promoter involved in defense response to fungus
WB:WBGene00004758 GO:1901244 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "WB:WBGene00003767", "label": "WB:WBGene00003767"}}UniProt NCBITaxon:6239IMP gene PMID:22470487|WB_REF:WBPaper0004094620180615 positive regulation of transcription from RNA polymerase II promoter involved in defense response to fungus
WB:WBGene00001674 GO:1901244 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "WB:WBGene00003767", "label": "WB:WBGene00003767"}}UniProt NCBITaxon:6239IMP gene PMID:22470487|WB_REF:WBPaper0004094620171128 positive regulation of transcription from RNA polymerase II promoter involved in defense response to fungus
WB:WBGene00003822 GO:1901244 {"relationship": {"relation": [{"id": "RO:0002092", "label": "happens during"}], "id": "GO:0050832", "label": "defense response to fungus"}}UniProt NCBITaxon:6239IMP gene PMID:22470487|WB_REF:WBPaper0004094620171128 positive regulation of transcription from RNA polymerase II promoter involved in defense response to fungus
UniProtKB:O14867 Transcription regulator protein BACH1GO:0061418 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "UniProtKB:P09601", "label": "UniProtKB:P09601"}}UniProt NCBITaxon:9606IDA PANTHER:PTHR46105protein PMID:12511571 20140806 regulation of transcription from RNA polymerase II promoter in response to hypoxia
UniProtKB:Q6ZVD7 Storkhead-box protein 1GO:0061418 {"relationship": {"relation": [{"id": "BFO:0000066", "label": "occurs in"}], "id": "CL:0000351", "label": "trophoblast cell"}}UniProt NCBITaxon:9606IMP PANTHER:PTHR22437protein PMID:24738702 20150401 regulation of transcription from RNA polymerase II promoter in response to hypoxia
MGI:MGI:1202065 checkpoint kinase 1GO:0010767 UniProt NCBITaxon:10090IMP PANTHER:PTHR24343protein MGI:MGI:5294291|PMID:1824309820110919 regulation of transcription from RNA polymerase II promoter in response to UV-induced DNA damage
WB:WBGene00004804 GO:0061408 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "WB:WBGene00001527", "label": "WB:WBGene00001527"}}|{"relationship": {"relation": [{"id": "BFO:0000066", "label": "occurs in"}], "id": "WBbt:0005772", "label": "intestine"}}WB NCBITaxon:6239IMP gene PMID:12869585|WB_REF:WBPaper0000602420130502 positive regulation of transcription from RNA polymerase II promoter in response to heat stress
WB:WBGene00001251 GO:0061404 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "WB:WBGene00009824", "label": "WB:WBGene00009824"}}WB NCBITaxon:6239IMP gene PMID:18636113|WB_REF:WBPaper0003203120120807 positive regulation of transcription from RNA polymerase II promoter in response to increased salt
WB:WBGene00003639 GO:0036003 {"relationship": {"relation": [{"id": "RO:0002092", "label": "happens during"}], "id": "GO:0042594", "label": "response to starvation"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "WB:WBGene00009801", "label": "WB:WBGene00009801"}}WB NCBITaxon:6239IMP gene PMID:24854345|WB_REF:WBPaper0004535520141112 positive regulation of transcription from RNA polymerase II promoter in response to stress
WB:WBGene00001251 GO:1901244 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "WB:WBGene00003767", "label": "WB:WBGene00003767"}}WB NCBITaxon:6239IMP gene PMID:18636113|WB_REF:WBPaper0003203120151125 positive regulation of transcription from RNA polymerase II promoter involved in defense response to fungus
WB:WBGene00004055 GO:1902097 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "WB:WBGene00003999", "label": "WB:WBGene00003999"}}WB NCBITaxon:6239IMP gene PMID:17888400|WB_REF:WBPaper0003102320140414 positive regulation of transcription from RNA polymerase II promoter involved in defense response to Gram-negative bacterium
WB:WBGene00001250 GO:1902097 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "WB:WBGene00003091", "label": "WB:WBGene00003091"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "WB:WBGene00008584", "label": "WB:WBGene00008584"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "WB:WBGene00009215", "label": "WB:WBGene00009215"}}|{"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "WB:WBGene00010123", "label": "WB:WBGene00010123"}}WB NCBITaxon:6239IMP gene PMID:16968778|WB_REF:WBPaper0002848220140217 positive regulation of transcription from RNA polymerase II promoter involved in defense response to Gram-negative bacterium
WB:WBGene00006575 GO:1902097 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "WB:WBGene00003999", "label": "WB:WBGene00003999"}}WB NCBITaxon:6239IMP gene PMID:17888400|WB_REF:WBPaper0003102320140414 positive regulation of transcription from RNA polymerase II promoter involved in defense response to Gram-negative bacterium
WB:WBGene00004758 GO:1902097 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "WB:WBGene00003999", "label": "WB:WBGene00003999"}}WB NCBITaxon:6239IMP gene PMID:17888400|WB_REF:WBPaper0003102320140414 positive regulation of transcription from RNA polymerase II promoter involved in defense response to Gram-negative bacterium
WB:WBGene00003822 GO:1902097 {"relationship": {"relation": [{"id": "GOREL:0000015", "label": "has_regulation_target"}], "id": "WB:WBGene00003999", "label": "WB:WBGene00003999"}}WB NCBITaxon:6239IMP gene PMID:17888400|WB_REF:WBPaper0003102320140414 positive regulation of transcription from RNA polymerase II promoter involved in defense response to Gram-negative bacterium
ZFIN:ZDB-GENE-120320-3nuclear factor, erythroid 2-like 2bGO:0061417 ZFIN NCBITaxon:7955IMP ZFIN:ZDB-MRPHLNO-120320-13PANTHER:PTHR24411protein PMID:22174413|ZFIN:ZDB-PUB-120105-5120120320 negative regulation of transcription from RNA polymerase II promoter in response to oxidative stress
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label
GO:0010689 negative regulation of ribosomal protein gene transcription from RNA polymerase II promoter in response to chemical stimulus
GO:0010691 negative regulation of ribosomal protein gene transcription from RNA polymerase II promoter in response to nutrient levels
GO:0010723 positive regulation of transcription from RNA polymerase II promoter in response to iron
GO:0010767 regulation of transcription from RNA polymerase II promoter in response to UV-induced DNA damage
GO:0010768 negative regulation of transcription from RNA polymerase II promoter in response to UV-induced DNA damage
GO:0033217 regulation of transcription from RNA polymerase II promoter in response to iron ion starvation
GO:0034225 regulation of transcription from RNA polymerase II promoter in response to zinc ion starvation
GO:0034395 regulation of transcription from RNA polymerase II promoter in response to iron
GO:0034396 negative regulation of transcription from RNA polymerase II promoter in response to iron
GO:0036003 positive regulation of transcription from RNA polymerase II promoter in response to stress
GO:0036086 positive regulation of transcription from RNA polymerase II promoter in response to iron ion starvation
GO:0036091 positive regulation of transcription from RNA polymerase II promoter in response to oxidative stress
GO:0036095 positive regulation of invasive growth in response to glucose limitation by positive regulation of transcription from RNA polymerase II promoter
GO:0036252 positive regulation of transcription from RNA polymerase II promoter in response to menadione
GO:0036278 positive regulation of transcription from RNA polymerase II promoter in response to nitrogen starvation
GO:0043618 regulation of transcription from RNA polymerase II promoter in response to stress
GO:0043619 regulation of transcription from RNA polymerase II promoter in response to oxidative stress
GO:0061392 regulation of transcription from RNA polymerase II promoter in response to osmotic stress
GO:0061393 positive regulation of transcription from RNA polymerase II promoter in response to osmotic stress
GO:0061395 positive regulation of transcription from RNA polymerase II promoter in response to arsenic-containing substance
GO:0061396 regulation of transcription from RNA polymerase II promoter in response to copper ion
GO:0061399 positive regulation of transcription from RNA polymerase II promoter in response to cobalt ion
GO:0061400 positive regulation of transcription from RNA polymerase II promoter in response to calcium ion
GO:0061401 positive regulation of transcription from RNA polymerase II promoter in response to a hypotonic environment
GO:0061402 positive regulation of transcription from RNA polymerase II promoter in response to acidic pH
GO:0061403 positive regulation of transcription from RNA polymerase II promoter in response to nitrosative stress
GO:0061404 positive regulation of transcription from RNA polymerase II promoter in response to increased salt
GO:0061405 positive regulation of transcription from RNA polymerase II promoter in response to hydrostatic pressure
GO:0061406 positive regulation of transcription from RNA polymerase II promoter in response to glucose starvation
GO:0061407 positive regulation of transcription from RNA polymerase II promoter in response to hydrogen peroxide
GO:0061408 positive regulation of transcription from RNA polymerase II promoter in response to heat stress
GO:0061409 positive regulation of transcription from RNA polymerase II promoter in response to freezing
GO:0061410 positive regulation of transcription from RNA polymerase II promoter in response to ethanol
GO:0061411 positive regulation of transcription from RNA polymerase II promoter in response to cold
GO:0061412 positive regulation of transcription from RNA polymerase II promoter in response to amino acid starvation
GO:0061416 regulation of transcription from RNA polymerase II promoter in response to salt stress
GO:0061417 negative regulation of transcription from RNA polymerase II promoter in response to oxidative stress
GO:0061418 regulation of transcription from RNA polymerase II promoter in response to hypoxia
GO:0061419 positive regulation of transcription from RNA polymerase II promoter in response to hypoxia
GO:0061420 regulation of transcription from RNA polymerase II promoter in response to biotin starvation
GO:0061422 positive regulation of transcription from RNA polymerase II promoter in response to alkaline pH
GO:0061428 negative regulation of transcription from RNA polymerase II promoter in response to hypoxia
GO:0061432 regulation of transcription from RNA polymerase II promoter in response to methionine
GO:0061434 regulation of replicative cell aging by regulation of transcription from RNA polymerase II promoter in response to caloric restriction
GO:0090375 negative regulation of transcription from RNA polymerase II promoter in response to iron ion starvation
GO:0097201 negative regulation of transcription from RNA polymerase II promoter in response to stress
GO:0097236 positive regulation of transcription from RNA polymerase II promoter in response to zinc ion starvation
GO:0097239 positive regulation of transcription from RNA polymerase II promoter in response to methylglyoxal
GO:1900460 negative regulation of invasive growth in response to glucose limitation by negative regulation of transcription from RNA polymerase II promoter
GO:1900463 negative regulation of cellular response to alkaline pH by negative regulation of transcription from RNA polymerase II promoter
GO:1900464 negative regulation of cellular hyperosmotic salinity response by negative regulation of transcription from RNA polymerase II promoter
GO:1901244 positive regulation of transcription from RNA polymerase II promoter involved in defense response to fungus
GO:1901522 positive regulation of transcription from RNA polymerase II promoter involved in cellular response to chemical stimulus
GO:1902097 positive regulation of transcription from RNA polymerase II promoter involved in defense response to Gram-negative bacterium
GO:1902352 negative regulation of filamentous growth of a population of unicellular organisms in response to starvation by negative regulation of transcription from RNA polymerase II promoter
GO:1904741 positive regulation of filamentous growth of a population of unicellular organisms in response to starvation by positive regulation of transcription from RNA polymerase II promoter
GO:1904765 positive regulation of transcription from RNA polymerase II promoter in response to maltose
GO:1990248 regulation of transcription from RNA polymerase II promoter in response to DNA damage
GO:1990440 positive regulation of transcription from RNA polymerase II promoter in response to endoplasmic reticulum stress
GO:1990441 negative regulation of transcription from RNA polymerase II promoter in response to endoplasmic reticulum stress


