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PomBase:SPMTR 0 silenced P-spe GO:0036003
PomBase:SPBC53( transcription fe GO:1901522
PomBase:SPBC53( transcription fe GO:1901522
PomBase:SPAPBA3 histone H2A di GO:0061418
PomBase:SPBC725 CCAAT-binding GO:0033217
PomBase:SPACSCE transcription fz GO:0043619
PomBase:SPAC3H transcription fe GO:0043619
PomBase:SPAC25E transcrition fz GO:0034225
RGD:61928 hypoxia induci GO:0043619
RGD:1311598  SIN transcrip' GO:0043619
SGD:S000000270  Transcriptional GO:1900464
SGD:S000002450 Transcriptional GO:1900464
SGD:S000002450 Transcriptional GO: 1900463
SGD:S000002450  Transcriptional GO:1900463
SGD:S000002450  Transcriptional GO:1900463
SGD:S000003130  Zn(l1)2Cys6 fa GO:1902352
SGD:S000006213  Zn2Cys6 famil GO:1902352
SGD:S000000270  Transcriptional GO:1900460
SGD:S000000270  Transcriptional GO:1900460
SGD:S000002450  Transcriptional GO:1900460
SGD:S000002450 Transcriptional GO: 1900460
SGD:S000005666  Transcriptional GO:1900460
SGD:S000005666  Transcriptional GO:1900460
SGD:S000005666  Transcriptional GO:1900460
SGD:S000001083  Subunit of the GO:0010689
SGD:S000001083  Subunit of the GO:0010691
SGD:S000000735  bZIP transcript GO:0010691
SGD:S000004246 ~ Zinc finger trar GO:0061428
SGD:S000003952 ~ Protein involve GO:0034396
SGD:S000003952 ~ Protein involve GO:0034396
SGD:S000003188 ~ Cytosolic prote GO:0034396
SGD:S000002178  Transcription fi GO:0097201
SGD:S000006269  Heme-depend: GO:0097201
SGD:S000000830  Transcriptional GO:0010768
SGD:S000000830  Transcriptional GO:0010768
SGD:S000000830  Transcriptional GO:0010768
SGD:S000002621  Sterol regulato GO:1904741
SGD:S000002621  Sterol regulato GO:1904741
SGD:S000004218  Sterol regulatc GO:1904741
SGD:S000004218  Sterol regulato GO:1904741
SGD:S000004774  Transcription f GO:0036095
SGD:S000004774  Transcription f GO:0036095
SGD:S000004774  Transcription f GO:0036095
SGD:S000004774  Transcription f GO:0036095
SGD:S000004774  Transcription f GO:0036095
SGD:S000004774  Transcription f GO:0036095
SGD:S000003276  Zinc finger pro GO:0036095
SGD:S000000911  Transcription f GO:0036095
SGD:S000000911  Transcription f GO:0036095
SGD:S000000911  Transcription f GO:0036095
SGD:S000005476  Transcriptional GO:0036095
SGD:S000004640  Stress-respon: GO:0061401
SGD:S000004640  Stress-respon: GO:0061401
SGD:S000001545  Stress-respon: GO:0061401
SGD:S000001545 ~ Stress-respon: GO:0061401
SGD:S000004640 ~ Stress-respon: GO:0061402
SGD:S000004640 ~ Stress-respon: GO:0061402
SGD:S000004640 ~ Stress-respon: GO:0061402
SGD:S000004640 ~ Stress-respon: GO:0061402
SGD:S000004640 ~ Stress-respon: GO:0061402
SGD:S000001545 ~ Stress-respon: GO:0061402
SGD:S000001545 ~ Stress-respon: GO:0061402
SGD:S000001545 ~ Stress-respon: GO:0061402
SGD:S000001545 ~ Stress-respon: GO:0061402
SGD:S000006212  Transcriptional GO:0061402
SGD:S000006212  Transcriptional GO:0061402
SGD:S000004541  Homodimeric ; GO:0061402
SGD:S000004541  Homodimeric ; GO:0061402
SGD:S000004640  Stress-respon: GO:0061422
SGD:S000001545 ~ Stress-respon: GO:0061422
SGD:S000004972  Transcription fi GO:0061422
SGD:S000004972  Transcription fi GO:0061422
SGD:S000005306 73 kDa subuni GO:0061412
SGD:S000004640 ~ Stress-respon: GO:0061412
SGD:S000005937 Subunit of the GO:0061412
SGD:S000005816 ~ Catalytic subul GO:0061412
SGD:S000001545 ~ Stress-respon: GO:0061412
SGD:S000004640 ~ Stress-respon: GO:0061395
SGD:S000004640 ~ Stress-respon: GO:0061395
SGD:S000006403 ~ Transcriptional GO:0061395
SGD:S000006403  Transcriptional GO:0061395
SGD:S000006403  Transcriptional GO:0061395
SGD:S000006403 ~ Transcriptional GO:0061395
SGD:S000006403 ~ Transcriptional GO:0061395
SGD:S000006403  Transcriptional GO:0061395
SGD:S000006403  Transcriptional GO:0061395
SGD:S000006403 ~ Transcriptional GO:0061395
SGD:S000006403 Transcriptional GO:0061395
SGD:S000002178  Transcription f GO:0061395
SGD:S000002178  Transcription f GO:0061395
SGD:S000001545 ~ Stress-respon: GO:0061395
SGD:S000001545 ~ Stress-respon: GO:0061395
SGD:S000004466  Basic leucine : GO:0061395
SGD:S000004972  Transcription f GO:0061400
SGD:S000004972 ~ Transcription f GO:0061400
SGD:S000001472  ER membrane GO:0061399
SGD:S000004640 _ Stress-respon: GO:0061411
SGD:S000004640  Stress-respon: GO:0061411
SGD:S000001545 ~ Stress-respon: GO:0061411
SGD:S000001545 ~ Stress-respon: GO:0061411
SGD:S000004640 ~ Stress-respon: GO:0061410
SGD:S000002624  Carbon source GO:0061410
SGD:S000002624  Carbon source GO:0061410
tress-respon: GO:0061410
SGD:S000001842 ~ Zinc cluster trz GO:0061410
SGD:S000004640 ~ Stress-respon: GO:0061409
SGD:S000001545 ~ Stress-respon: GO:0061409
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20160802 positive regulation of transcription from RNA polymerase Il promoter in response to hypoxia
20120625 positive regulation of transcription from RNA polymerase Il promoter in response to increased salt

20190524 positive regulation of transcription from RNA polymerase Il promoter in response to iron

20190524 positive regulation of transcription from RNA polymerase Il promoter in response to iron

20190524 positive regulation of transcription from RNA polymerase Il promoter in response to iron

20160824 positive regulation of transcription from RNA polymerase Il promoter in response to iron ion starvation

20131120 positive regulation of transcription from RNA polymerase Il promoter in response to maltose

20131120 positive regulation of transcription from RNA polymerase Il promoter in response to maltose:

20120625 positive regulation of transcription from RNA polymerase Il promoter in response to menadione

20160907 positive regulation of transcription from RNA polymerase Il promoter in response to nitrogen starvation

20171209 positive regulation of transcription from RNA polymerase Il promoer in response to nitrogen starvation

20120747 positive regulation of transcription from RNA polymerase Il promoter in response to nitrogen starvation

20130508 positive regulation of transcription from RNA polymerase Il promoter in response to oxidative stress

20120301 positive regulation of transcription from RNA polymerase Il promoter in response to oxidative stress

20120530 positive regulation of transcription from RNA polymerase Il promoler in response to oxidative stress

20170803 positive regulation of transcription from RNA polymerase Il promoter in response to oxidative stress

20170803 positive regulation of transcription from RNA polymerase Il promoter in response to oxidative stress

20170803 positive regulation of transcription from RNA polymerase Il promoter in response to oxidative stress

20170803 positive regulation of transcription from RNA polymerase Il promoler in response to oxidative stress

20170803 positive regulation of transcription from RNA polymerase Il promoter in response to oxidative stress

20170803 positive regulation of transcription from RNA polymerase Il promoter in response to oxidative stress

20170803 positive regulation of transcription from RNA polymerase Il promoter in response to oxidative stress

20120106 positive regulation of transcription from RNA polymerase Il promoler in response to oxidative stress

20120301 positive regulation of transcription from RNA polymerase Il promoter in response to oxidative stress

20120301 positive regulation of transcription from RNA polymerase Il promoter in response to oxidative stress

20120301 positive regulation of transcription from RNA polymerase Il promoter in response to oxidative stress

20120301 positive regulation of transcription from RNA polymerase Il promoler in response to oxidative stress

20120301 positive regulation of transcription from RNA polymerase Il promoter in response to oxidative stress

20150813 positive regulation of transcription from RNA polymerase Il promoter in response to oxidative stress

20120224 positive regulation of transcription from RNA polymerase Il promoter in response to stress

20120224 positive regulation of transcription from RNA polymerase Il promoter in response to stress

20121116 positive regulation of transcription from RNA polymerase Il promoter involved in cellular response to chemical stimulus
20121116 positive regulation of transcription from RNA polymerase If promoter involved in cellular response to chemical stimulus
20150921 regulation of transcription from RNA polymerase Il promoter in response to hypoxia

20070516 regulation of transcription from RNA polymerase Il promoter in response to iron ion starvation

20140702 regulation of transcription from RNA polymerase Il promoter in response to oxidative stress

20160907 regulation of transcription from RNA polymerase II promoter in response to oxidative stress

20131230 regulation of transcription from RNA polymerase Il promoter in response to zin ion starvation

20081104 regulation of transcription from RNA polymerase Il promoter i response to oxidative stress

20090420 regulation of transcription from RNA polymerase Il promoter in response to oxidative stress

20130429 negative regulation of cellular hyperosmotic salinity response by negative regulation of transcription from RNA polymerase ll promoter
20120507 negative regulation of cellular hyperosmotic salinity response by negative regulation of transcription from RNA polymerase l promoter
20120507 negative regulation of cellular response 1o alkaline pH by g f iption from RNA pol 11 promoter
20120507 negative regulation of cellular response to alkaline pH by negative regulation of transcription from RNA polymerase l promoter

20120507 negative regulation of cellular response to alkaline pH by negative regulation of transcription from RNA polymerase l promoter
20151019 negative regulation of fiamentous growth of a population of nicellular organisms in response to starvation by negative regulation of transcription from RNA polymerase If promoter
20151019 negative regulation of filamentous growth of a population of unicelular organisms in response to starvation by negative regulation of transcription from RNA polymerase Il promoter
20120507 negative regulation of invasive growth in response to glucose limitation by negative regulation of transcription from RNA polymerase Il promoter
20120507 negative regulation of invasive growth in response to glucose limitation by negative regulation of transcription from RNA polymerase If promoter
20120507 negative regulation of invasive growth in response to glucose limitation by negative regulation of transcription from RNA polymerase If promoter
20120507 negative regulation of in response by negative regulation of transcription from RNA polymerase Il promoter
20120507 negative regulation of invasive growth in response to glucose limitation by negative regulation of transcription from RNA polymerase Il promoter

20120507 negative regulation of invasive growth in response to glucose limitation by negative regulation of transcription from RNA polymerase If promoter
20120507 negative regulation of invasive growth in response to glucose limitation by negative regulation of transcription from RNA polymerase If promoter

20080910 negative regulation of ribosomal protein gene transcription from RNA polymerase Il promoter in response to chemical stimulus

20080910 negative regulation of ribosomal protein gene transcription from RNA polymerase Il promoter in response to nutrient levels

20111114 negative regulation of ribosomal protein gene transcription from RNA polymerase If promoter in response to nutrient levels

20120208 negative regulation of transcription from RNA polymerase Il promoter in response to hypoxia

20080409 negative regulation of transcription from RNA polymerase Il promoter in response to iron

20080409 negative regulation of transcription from RNA polymerase Il promoter in response to iron

20080409 negative regulation of transcription from RNA polymerase If promoter in response to iron

20120216 negative regulation of transcription from RNA polymerase Il promoter in response to stress

20141028 negative regulation of transcription from RNA polymerase Il promoter in response to stress

20110805 negaive regulation of transcription from RNA polymerase Il promoter in response to UV-induced DNA damage

20110805 negative regulation of transcription from RNA polymerase Il promoter in response to UV-induced DNA damage

20110805 negative regulation of transcription from RNA polymerase Il promoter in response to UV-induced DNA damage

20151019 posiive regulation of filamentous growth of a population of unicelular organisms in response to starvation by positive regulation of ranscription from RNA polymerase Il promoter

20151019 positive regulation of lamentous growth of a population of unicellular organisims in response to starvation by of transcription from RNA pol Il promoter
20151019 positive regulation of flamentous growth of a population of unicellular organisms in response to starvation by of transcription from RNA pol il promoter
20151019 positive regulation of flamentous growth of a population of unicellular organisms in response to starvation by p gulation of transcription from RNA pol Il promoter

20120501 posilive regulation of invasive growth in response to glucose limitation by positive regulation of transcription from RNA polymerase If promoter
20120501 positive regulation of invasive growth in response to glucose limitation by positive regulation of transcription from RNA polymerase If promoter
20120501 positive regulation of invasive growth in response to glucose limitation by positive regulation of transcription from RNA polymerase If promoter
20120501 positive regulation of invasive growth in response to glucose limitation by positive regulation of transcription from RNA polymerase Il promoter
20120501 positive regulation of invasive growth in response to glucose limitation by positive regulation of transcription from RNA polymerase Il promoter
20120501 positive regulation of invasive growth in response to glucose limitation by positive regulation of transcription from RNA polymerase Il promoter
20120129 positive regulation of invasive growth in response to glucose limitation by positive regulation of transcription from RNA polymerase If promoter
20120501 positive regulation of invasive growth in response to glucose limitation by positive regulation of transcription from RNA polymerase Il promoter
20120501 positive regulation of invasive growth in response to glucose limitation by positive regulation of transcription from RNA polymerase Il promoter
20120501 positive regulation of invasive growth in response to glucose limitation by positive regulation of transcription from RNA polymerase If promoter
20120501 positive regulation of invasive growth in response to glucose limitation by positive regulation of transcription from RNA polymerase If promoter
20120117 positive regulation of ranscription from RNA polymerase Il promoter n response 1o a hypotonic environment

20120117 positive regulation of transcription from RNA polymerase Il promoter in response to a hypotonic environment

20120117 positve regulation of transcription from RNA polymerase Il promoter in response to a hypotonic environment

20120117 positive regulation of transcription from RNA polymerase Il promoter in response to a hypotonic environment

20120117 positive regulation of transcription from RNA polymerase Il promoter in response to acidic pH

20120117 positive regulation of transcription from RNA polymerase I promoter in response to acidic pH

20120117 positve regulation of transcription from RNA polymerase I promoter in response to acidic pH

20120117 positive regulation of transcription from RNA polymerase Il promoter in response to acidic pH

20120117 positive regulation of transcription from RNA polymerase I promoter in response to acidic pH

20120117 positive regulation of transcription from RNA polymerase I promoter in response to acidic pH

20120117 positve regulation of transcription from RNA polymerase Il promoter in response to acidic pH

20120117 positive regulation of transcription from RNA polymerase Il promoter in response to acidic pH

20120117 positive regulation of transcription from RNA polymerase I promoter in response to acidic pH

20160113 positive regulation of transcription from RNA polymerase Il promoter in response to acidic pH

20170929 positive regulation of transcription from RNA polymerase Il promoter in response to acidic pH

20160112 positive regulation of transcription from RNA polymerase Il promoter in response to acidic pH

20160112 positive regulation of ranscription from RNA polymerase Il promoter in response to acidic p
20120131 positive regulation of ranscription from RNA polymerase Il promoter in response to alkaline pH
20120131 positive regulation of transcription from RNA polymerase Il promoler in response to alkaline pH

20120131 positive regulation of transcription from RNA polymerase Il promoter in response to alkaline pH
20120131 positive regulation of transcription from RNA polymerase Il promoter in response to alkaline pH

20120223 positive regulation of transcription from RNA polymerase Il promoter in response to amino acid starvation
20120117 positve regulation of transcription from RNA polymerase Il promoter in response to amino acid starvation
20120223 positive regulation of transcription from RNA polymerase Il promoter in response to amino acid starvation
20120223 positive regulation of transcription from RNA polymerase Il promoter in response to amino acid starvation
20120117 positive regulation of transcription from RNA polymerase Il promoter in response to amino acid starvation
20120117 positve regulation of transcription from RNA polymerase Il promoter in response to arsenic-containing substance
20120117 positive regulation of transcription from RNA polymerase Il promoter in response to arsenic-containing substance
20160107 positive regulation of transcription from RNA polymerase Il promoter in response to arsenic-containing substance
20111216 positive regulation of transcription from RNA polymerase Il promoter in response to arsenic-containing substance
20160107 positive regulation of transcription from RNA polymerase Il promoter in response to arsenic-containing substance
20160107 positive regulation of transcription from RNA polymerase Il promoter in response to arsenic-containing substance
20120105 positive regulation of transcription from RNA polymerase Il promolter in response to arsenic-containing substance
20120215 positive regulation of transcription from RNA polymerase Il promoter in response to arsenic-containing substance
20160107 positive regulation of transcription from RNA polymerase Il promoter in response to arsenic-containing substance
20160107 positive regulation of transcription from RNA polymerase If promoter in response to arsenic-containing substance
20120215 positive regulation of transcription from RNA polymerase Il promoter in response to arsenic-containing substance
20160809 positive regulation of transcription from RNA polymerase Il promoter in response to arsenic-containing substance
20120215 positive regulation of transcription from RNA polymerase Il promoter in response to arsenic-containing substance
20120117 positive regulation of transcription from RNA polymerase Il promoter in response to arsenic-containing substance
20120117 positive regulation of transcription from RNA polymerase Il promoter in response to arsenic-containing substance
20120215 positive regulation of transcription from RNA polymerase Il promoter in response to arsenic-containing substance
20120117 positve regulation of transcription from RNA polymerase Il promoter in response to calcium ion

20120117 positive regulation of transcription from RNA polymerase Il promoter in response to calcium ion

20120125 positive regulation of transcription from RNA polymerase Il promoter in response to cobaltion

20120117 positve regulation of transcription from RNA polymerase Il promoter in response to cold

20120117 positive regulation of transcription from RNA polymerase Il promoter in response to cold

20120117 positive regulation of transcription from RNA polymerase I promoter in response to cold

20120117 positive regulation of transcription from RNA polymerase Il promoter in response to cold

20120117 positive regulation of transcription from RNA polymerase Il promoter in response 1o ethanol

20120117 positive regulation of transcription from RNA polymerase Il promoter in response to ethanol

20120117 positive regulation of transcription from RNA polymerase Il promoter in response to ethanol

20120117 positive regulation of transcription from RNA polymerase Il promoter in response to ethanol

20150217 positive regulation of transcription from RNA polymerase Il promoter in response to ethanol

20120117 positve regulation of transcription from RNA polymerase Il promoter in response to freezing

20120117 positive regulation of transcription from RNA polymerase Il promoter in response to freezing



SGD:S000004640  Stress-respon: GO:0061406 SGD NCBIT:IGI  SGD:S00000154 PANTHE gene PMID:8641288 20120117 posiltive regulation of transcription from RNA polymerase Il promoter in response to glucose starvation

SGD:S000004640 ~ Stress-respon: GO:0061406  {'re SGD NCBITIGI  SGD:S00000154 PANTHE gene PMID:26947009 20171121 positive regulation of transcription from RNA polymerase Il promoter in response to glucose starvation
SGD:S000001545 ~ Stress-respon: GO:0061406 sGD NCBITIGI  SGD:S00000464 PANTHE gene PMID:8641288 20120117 positive regulation of transcription from RNA polymerase Il promoter in response to glucose starvation
SGD:S000001545  Stress-respon: GO:0061406  {"re SGD NCBIT: IGI  SGD:S00000464 PANTHE gene PMID:26947009 20171121 positive regulation of transcription from RNA polymerase Il promoter in response to glucose starvation
SGD:S000001861 Protein kinase GO:0061406  {'re SGD NCBITC IMP PANTHE gene PMID:24140345 20171017 positive regulation of transcription from RNA polymerase Il promoter in response to glucose starvation
SGD:S000001861 Protein kinase GO:0061406  {'re SGD NCBIT: IMP PANTHE gene PMID:24140345 20171017 positive regulation of transcription from RNA polymerase i promoter in response to glucose starvation
SGD:S000001861 Protein kinase GO:0061406  {'re SGD NCBITIGI  SGD:S00000367 PANTHE gene PMID:24140345 20171017 positive regulation of ranscription from RNA polymerase Il promoter in response to glucose starvation
SGD:S000001861  Protein kinase GO:0061406  {"re SGD NCBIT: IGI  SGD:S00000367 PANTHE gene PMID:24140345 20171017 positive regulation of transcription from RNA polymerase Il promoter in response to glucose starvation
SGD:S000001295 Regulatory sut GO:0061406  {'re SGD NCBITC IMP PANTHE gene PMID:26947009 20174121 positve regulation of transcription from RNA polymerase Il promoter in response to glucose starvation
SGD:S000003677 ~ Serine-threonil GO:0061406  {'re SGD NCBIT: IMP PANTHE gene PMID:24140345 20171017 positive regulation of transcription from RNA polymerase Il promoter in response to glucose starvation
SGD:S000003677 ~ Serine-threonii GO:0061406  {'re SGD NCBIT: IMP PANTHE gene PMID:24140345 20171017 positive regulation of ranscription from RNA polymerase Il promoter in response to glucose starvation
SGD:S000003677  Serine-threonii GO:0061406  {'re SGD NCBIT: IMP PANTHE gene PMID:24140345 20171017 positive regulation of transcription from RNA polymerase Il promoter in response to glucose starvation
SGD:S000003677 ~ Serine-threonil GO:0061406  {'re SGD NCBIT(IGI  SGD:S0000018¢ PANTHE gene PMID:24140345 20174017 positive regulation of transcription from RNA polymerase Il promoter in response to glucose starvation
SGD:S000003677 ~ Serine-threonii GO:0061406  {'re SGD NCBITIGI  SGD:S0000018¢ PANTHE gene PMID:24140345 20171017 positive regulation of transcription from RNA polymerase Il promoter in response to glucose starvation
SGD:S000005364  Component of GO:0061408 sGD NCBIT: IMP PANTHE gene PMID:20396213 20120125 positive regulation of transcription from RNA polymerase If promoter in response to heat stress
SGD:S000004640  Stress-respon: GO:0061408 sGD NCBIT: IMP PANTHE gene PMID: 11102521 20120117 positive regulation of transcription from RNA polymerase Il promoter in response to heat stress
SGD:S000004640 ~ Stress-respon: GO:0061408 sGD NCBITC IMP PANTHE gene PMID:8650168 20120117 positve regulation of transcription from RNA polymerase Il promoter in response to heat stress
SGD:S000001545 ~ Stress-respon: GO:0061408 sGD NCBITIGI  SGD:S00000464 PANTHE gene PMID: 10652100 20120117 positive regulation of transcription from RNA polymerase Il promoter in response to heat stress
SGD:S000001545 ~ Stress-respon: GO:0061408 sGD NCBIT: IMP PANTHE gene PMID:11102521 20120117 positive regulation of transcription from RNA polymerase Il promoter in response to heat stress
SGD:S000001545 ~ Stress-respon: GO:0061408 sGD NCBITIGI  SGD:S00000464 PANTHE gene PMID: 11102521 20120117 positve regulation of transcription from RNA polymerase Il promoter in response to heat stress
SGD:S000001545 ~ Stress-respon: GO:0061408 sGD NCBITIGI  SGD:S00000464 PANTHE gene PMID:8641288 20120117 positve regulation of transcription from RNA polymerase Il promoter in response to heat stress
SGD:S000000961 Subunit of a he GO:0061408  {'re SGD NCBIT: IMP PANTHE gene PMID: 18048413 20131213 positive regulation of transcription from RNA polymerase If promoter in response to heat stress
SGD:S000000913  DNA binding & GO:0061408 sGD NCBIT: IMP PANTHE gene PMID:20641022 20120210 positive regulation of transcription from RNA polymerase Il promoter in response to heat stress
SGD:S000001861 Protein kinase GO:0061408  {'re SGD NCBIT: IMP PANTHE gene PMID:24140345 20171017 positive regulation of transcription from RNA polymerase Il promoter in response to heat stress
SGD:S000001861 Protein kinase GO:0061408  {'re SGD NCBITIGI  SGD:S00000367 PANTHE gene PMID:24140345 20171017 positive regulation of transcription from RNA polymerase If promoter in response to heat stress
SGD:S000001346  Component of GO:0061408 SGD PMID:20396213 20120125 positive regulation of transcription from RNA polymerase If promoter in response to heat stress
SGD:S000000011  Component of GO:0061408 sGD PMID:20396213 20120125 positive regulation of transcription from RNA polymerase Il promoter in response to heat stress
SGD:S000004009  Putative plastr GO:0061408  {'re SGD PMID: 12090248 20190214 positive regulation of transcription from RNA polymerase Il promoter in response to heat stress
SGD:S000004009  Putative plastr GO:0061408  {'re SGD NCBIT(IGI  SGD:S0000039% PANTHE gene PMID: 12090248 20190214 positive regulation of transcription from RNA polymerase If promoter in response to heat stress
SGD:S000002805  Subunit of a he GO:0061408  {'re SGD NCBIT: IMP PANTHE gene PMID: 18048413 20131213 positive regulation of transcription from RNA polymerase If promoter in response to heat stress
SGD:S000003677 ~ Serine-threonii GO:0061408  {'re SGD NCBIT: IMP PANTHE gene PMID:24140345 20171017 positive regulation of transcription from RNA polymerase Il promoter in response to heat stress
SGD:S000003677 ~ Serine-threonii GO:0061408  {'re SGD NCBITIGI  SGD:S0000018€ PANTHE gene PMID:24140345 20171017 positive regulation of transcription from RNA polymerase Il promoter in response to heat stress
SGD:S000004172  Transcription ¢ GO:0061408 sGD NCBITC IMP PANTHE gene PMID:20641022 20120210 positive regulation of transcription from RNA polymerase If promoter in response to heat stress
SGD:S000005569  Negative regul GO:0061408  {'re SGD NCBIT: IMP PANTHE gene PMID: 12090248 20190214 positive regulation of transcription from RNA polymerase If promoter in response to heat stress
SGD:S000005569  Negative regul GO:0061408  {'re SGD NCBIT: IMP PANTHE gene PMID: 12090248 20190214 positive regulation of transcription from RNA polymerase Il promoter in response to heat stress
SGD:S000005569  Negative regul GO:0061408  {'re SGD NCBITC IMP PANTHE gene PMID: 12090248 20190214 positive regulation of transcription from RNA polymerase Il promoter in response to heat stress
SGD:S000005476  Transcriptional GO:0061408 sGD NCBITC IMP PANTHE gene PMID: 10409737 20120131 positive regulation of transcription from RNA polymerase If promoter in response to heat stress
SGD:S000004876  Component of GO:0061408 SGD NCBIT: IMP PANTHE gene PMID:20396213 20120125 positive regulation of transcription from RNA polymerase If promoter in response to heat stress
SGD:S000003933  Plasma memb GO:0061408  {'re SGD NCBITIGI  SGD:S0000040C PANTHE gene PMID:12090248 20190214 postive regulation of transcription from RNA polymerase Il promoter in response to heat stress
SGD:S000003933  Plasma memb GO:0061408  {'re SGD NCBITIGI  SGD:S0000040C PANTHE gene PMID: 12090248 20190214 positive regulation of transcription from RNA polymerase Il promoter in response to heat stress
SGD:S000005041  Component of GO:0061408 sGD NCBITC IMP PANTHE gene PMID:20398213 20120125 positive regulation of transcription from RNA polymerase If promoter in response to heat stress
SGD:S000004640 ~ Stress-respon: GO:0061407 SGD NCBITIGI  SGD:S00000154 PANTHE gene PMID:10652100 20120117 positive regulation of transcription from RNA polymerase Il promoter in response to hydrogen peroxide
SGD:S000004640 ~ Stress-respon GO:0061407 sGD NCBIT: IMP PANTHE gene PMID:11102521 20120117 positive regulation of transcription from RNA polymerase Il promoter in response o hydrogen peroxide
SGD:S000004640  Stress-respon GO:0061407 sGD NCBITIGI  SGD:S00000154 PANTHE gene PMID: 11102521 20120117 positve regulation of transcription from RNA polymerase I promoter in response to hydrogen peroxide
SGD:S000004640 ~ Stress-respon: GO:0061407 SGD NCBITIGI  SGD:S00000154 PANTHE gene PMID:8641288 20120117 positve regulation of transcription from RNA polymerase I promoter in response to hydrogen peroxide
SGD:S000001545 ~ Stress-respon: GO:0061407 SGD NCBITIGI  SGD:S00000464 PANTHE gene PMID:10652100 20120117 positive regulation of transcription from RNA polymerase Il promoter in response to hydrogen peroxide
SGD:S000001545 ~ Stress-respon: GO:0061407 sGD NCBIT: IMP PANTHE gene PMID:11102521 20120117 positive regulation of ranscription from RNA polymerase Il promoter in response o hydrogen peroxide
SGD:S000001545 ~ Stress-respon: GO:0061407 sGD NCBITIGI  SGD:S00000464 PANTHE gene PMID: 11102521 20120117 positive regulation of transcription from RNA polymerase Il promoter in response to hydrogen peroxide
SGD:S000001545 ~ Stress-respon: GO:0061407 sGD NCBIT(IGI  SGD:S00000464 PANTHE gene PMID:8641288 20120117 positve regulation of transcription from RNA polymerase Il promoter in response to hydrogen peroxide
SGD:S000004640 ~ Stress-respon: GO:0061405 SGD NCBITIGI  SGD:S00000154 PANTHE gene PMID: 17055490 20120117 positive regulation of ranscription from RNA polymerase If promoter in response to hydrostatic pressure
SGD:S000001545 ~ Stress-respon: GO:0061405 sGD NCBIT:IGI  SGD:S00000464 PANTHE gene PMID:17055490 20120117 positive regulation of transcription from RNA polymerase Il promoter in response o hydrostatic pressure
SGD:S000001472  ER membrane GO:0061419 sGD NCBITC IMP PANTHE gene PMID: 11509659 20120130 positive regulation of transcription from RNA polymerase Il promoter in response to hypoxia
SGD:S000004640 ~ Stress-respon: GO:0061404 sGD NCBITIGI  SGD:S00000154 PANTHE gene PMID: 10652100 20120117 positive regulation of transcription from RNA polymerase Il promoter in response to increased salt
SGD:S000004640 ~ Stress-respon: GO:0061404 sGD NCBITIGI  SGD:S00000154 PANTHE gene PMID: 17914901 20120117 positive regulation of ranscription from RNA polymerase Il promoter i response o increased salt
SGD:S000004640 ~ Stress-respon: GO:0061404 sGD NCBIT:IGI  SGD:S00000154 PANTHE gene PMID:8641288 20120117 positive regulation of transcription from RNA polymerase Il promoter in response 1o increased salt
SGD:S000001545 ~ Stress-respon: GO:0061404 sGD NCBITIGI  SGD:S00000464 PANTHE gene PMID: 10652100 20120117 positive regulation of transcription from RNA polymerase Il promoter in response to increased salt
SGD:S000001545 ~ Stress-respon: GO:0061404 SGD NCBITIGI  SGD:S00000464 PANTHE gene PMID: 17914901 20120117 positive regulation of transcription from RNA polymerase Il promoter in response to increased salt
SGD:S000001545 ~ Stress-respon: GO:0061404 SGD NCBITIGI  SGD:S00000464 PANTHE gene PMID:8641288 20120117 positive regulation of transcription from RNA polymerase Il promoter in response o increased salt
SGD:S000004972  Transcription f: GO:0061404 sGD NCBIT: IMP PANTHE gene PMID:11523797 20120117 positive regulation of transcription from RNA polymerase Il promoter in response 1o increased salt
SGD:S000004972  Transcription f GO:0061404 sGD NCBITC IMP PANTHE gene PMID:9407035 20120117 positve regulation of transcription from RNA polymerase Il promoter in response to increased salt
SGD:S000004972  Transcription fi GO:0061404 sGD NCBIT: IMP PANTHE gene PMID:9559673 20120117 positive regulation of transcription from RNA polymerase Il promoter in response to increased salt
SGD:S000005476  Transcriptional GO:0061404 SGD NCBIT: IMP PANTHE gene PMID: 10409737 20120131 positive regulation of transcription from RNA polymerase Il promoter in response to increased salt
SGD:S000005476  Transcriptional GO:0061404 seD NCBIT:IGI  SGD:S0000047€ PANTHE gene PMID:10409737 20120131 positive regulation of transcription from RNA polymerase Il promoter in response to increased salt
SGD:S000001457  Basic leucine : GO:0010723 sGD NCBITC IMP gene PMID: 18070921 20110923 positve regulation of transcription from RNA polymerase Il promoter in response 1o iron
SGD:S000001472  ER membrane GO:0036086  {'re SGD NCBIT: IMP PANTHE gene PMID:29627385 20180604 positive regulation of transcription from RNA polymerase Il promoter in response to iron ion starvation
SGD:S000003039  Transcription fi GO:0036086  {'re SGD NCBIT: IMP gene PMID: 12095998 20141028 positive regulation of transcription from RNA polymerase Il promoter in response to iron fon starvation
SGD:S000003039  Transcription f: GO:0036086 sGD NCBIT: IMP gene PMID:7720713 20120209 positve regulation of transcription from RNA polymerase Il promoter in response to fron fon starvation
SGD:S000006123  Iron-regulated GO:0036085 sGD NCBITIGI  SGD:S000003039 gene PMID: 16024809 20120215 positive regulation of transcription from RNA polymerase Il promoter in response to iron ion starvation
SGD:S000005476  Transcriptional GO:0097239 sGD NCBIT: IMP PANTHE gene PMID: 15773992 20120209 positive regulation of transcription from RNA polymerase Il promoter in respanse to methylglyoxal
SGD:S000004640 ~ Stress-respon: GO:0036278  {'re SGD NCBITIGI  SGD:S00000154 PANTHE gene PMID:26947009 20171121 positive regulation of transcription from RNA polymerase Il promoter in response to nitrogen starvation
SGD:S000001545 ~ Stress-respon: GO:0036278  {'re SGD NCBITIGI  SGD:S00000464 PANTHE gene PMID:26947009 20171121 posiiive regulation of transcription from RNA polymerase If promoter in response 1o nitrogen starvation
SGD:S000001873  Transcriptional GO:0036278  {'re SGD NCBITC IMP PANTHE gene PMID: 26649943 20180216 positive regulation of transcription from RNA polymerase Il promoter in response to nitrogen starvation
SGD:S000001873  Transcriptional GO:0036278  {'re SGD NCBIT: IMP PANTHE gene PMID: 26649943 20180216 positive regulation of transcription from RNA polymerase Il promoter in response to nitrogen starvation
SGD:S000001873  Transcriptional GO:0036278  {'re SGD NCBIT: IMP PANTHE gene PMID:26649943 20180216 positive regulation of transcription from RNA polymerase Il promoter in response to nitrogen starvation
SGD:S000001873 Transcriptional GO:0036278  {'re SGD NCBIT: IMP PANTHE gene PMID:26649943 20180216 positive regulation of transcription from RNA polymerase Il promoer in response to nitrogen starvation
SGD:S000001873  Transcriptional GO:0036278  {'re SGD NCBITC IMP PANTHE gene PMID: 26649943 20180216 positive regulation of transcription from RNA polymerase Il promoter in response to nitrogen starvation
SGD:S000000842 Transcriptional GO:0036278  {'re SGD NCBIT: IMP PANTHE gene PMID: 26649943 20180216 positive regulation of transcription from RNA polymerase Il promoter in response to nitrogen starvation
SGD:S000000842  Transcriptional GO:0036278  {'re SGD NCBIT: IMP PANTHE gene PMID:26649943 20180216 positive regulation of transcription from RNA polymerase Il promoer in response to nitrogen starvation
SGD:S000000842 Transcriptional GO:0036278  {'re SGD NCBIT: IMP PANTHE gene PMID:26649943 20180216 positive regulation of transcription from RNA polymerase Il promoter in response to nitrogen starvation
SGD:S000000842 Transcriptional GO:0036278  {'re SGD NCBITC IMP PANTHE gene PMID: 26649943 20180216 positive regulation of transcription from RNA polymerase Il promoter in response to nitrogen starvation
SGD:S000000842 Transcriptional GO:0036278  {'re SGD NCBIT: IMP PANTHE gene PMID: 26649943 20180216 positive regulation of transcription from RNA polymerase Il promoter in response to nitrogen starvation
SGD:S000000735  bZIP transcript GO:0036278  {'re SGD NCBIT: IMP PANTHE gene PMID:26649943 20180216 positive regulation of transcription from RNA polymerase Il promoler in response to nitrogen starvation
SGD:S000001295  Regulatory sut GO:0036278  {'re SGD NCBIT: IMP PANTHE gene PMID:26947009 20171121 positive regulation of transcription from RNA polymerase Il promoter in response to nitrogen starvation
SGD:S000004640 ~ Stress-respon: GO:0061403 sGD NCBITIGI  SGD:S00000154 PANTHE gene PMID: 16710843 20120117 positve regulation of transcription from RNA polymerase Il promoter in response to nitrosaive stress
SGD:S000001545 ~ Stress-respon: GO:0061403 sGD NCBITIGI  SGD:S00000464 PANTHE gene PMID: 16710843 20120117 positive regulation of transcription from RNA polymerase Il promoter in response to nitrosative stress
SGD:S000004783  Transcription f GO:0061393 sGD NCBIT: IMP PANTHE gene PMID: 10409737 20120113 positive regulation of ranscription from RNA polymerase Il promoter in response to osmoltic stress
SGD:S000004783 Transcription f: GO:0061393 sGD NCBITIGI  SGD:S00000154 PANTHE gene PMID: 10409737 20120113 positive regulation of ranscription from RNA polymerase Il promoter in response to osmotic stress
SGD:S000004783  Transcription f GO:0061393 sGD NCBITIGI  SGD:S00000464 PANTHE gene PMID: 10409737 20120113 positve regulation of transcription from RNA polymerase Il promoter in response to osmotic stress.
SGD:S000004783  Transcription f GO:0061393 sGD NCBITIGI  SGD:S00000547 PANTHE gene PMID: 10409737 20120113 positive regulation of transcription from RNA polymerase Il promoter in response to osmotic stress.
SGD:S000004783  Transcription f GO:0061393 sGD NCBIT: IMP PANTHE gene PMID: 10722658 20120113 positive regulation of ranscription from RNA polymerase Il promoter in response to osmoltic stress
SGD:S000004783  Transcription f: GO:0061393 sGD NCBITIGI  SGD:S0000041C PANTHE gene PMID: 10722658 20120113 positive regulation of ranscription from RNA polymerase Il promoter n response o osmotic stress
SGD:S000004674  Transcriptional GO:0061393  {'re SGD NCBITC IMP PANTHE gene PMID:23435728 20160301 positive regulation of transcription from RNA polymerase Il promoter in response to osmotic stress
SGD:S000004674  Transcriptional GO:0061393  {'re SGD NCBIT: IMP PANTHE gene PMID:23435728 20160301 positve regulation of transcription from RNA polymerase Il promoter in response to osmotic stress
SGD:S000004674  Transcriptional GO:0061393  {'re SGD NCBIT: IMP PANTHE gene PMID:23435728 20160301 positive regulation of transcription from RNA polymerase Il promoter in response to osmotic stress
SGD:S000004674  Transcriptional GO:0061393  {'re SGD NCBIT: IMP PANTHE gene PMID:23435728 20160301 positive regulation of transcription from RNA polymerase Il promoter in response to osmotic stress
SGD:S000005111  Basic leucine : GO:0061393 sGD NCBITC IMP gene PMID: 10825197 20111216 positive regulation of transcription from RNA polymerase If promoter in response to osmotic stress
SGD:S000005111  Basic leucine : GO:0061393 SGD NCBIT: IMP gene PMID: 11113177 20111216 positive regulation of transcription from RNA polymerase Il promoter in response to osmotic stress
SGD:S000005111  Basic leucine : GO:0061393 sGD NCBITIGI  SGD:S000004103 gene PMID:11113177 20111216 positive regulation of transcription from RNA polymerase Il promoter in response to osmotic stress
SGD:S000005111  Basic leucine : GO:0061393 sGD NCBIT: IMP gene PMID: 11230135 20111216 positive regulation of transcription from RNA polymerase If promoter in response to osmotic stress
SGD:S000005111  Basic leucine : GO:0061393 sGD NCBITIGI  SGD:S000004103 gene PMID: 11230135 20111216 positive regulation of transcription from RNA polymerase If promoter in response to osmotic stress
SGD:S000005111  Basic leucine : GO:0061393 SGD NCBIT: IDA gene PMID: 12086627 20111216 positive regulation of transcription from RNA polymerase Il promoter in response to osmotic stress
SGD:S000005111  Basic leucine : GO:0061393 sGD NCBIT: IMP gene PMID: 12086627 20111216 positive regulation of transcription from RNA polymerase Il promoter in response to osmotic stress
SGD:S000000386  MADS-box tral GO:0061393 sGD NCBIT: IMP PANTHE gene PMID: 12482976 20120117 positve regulation of transcription from RNA polymerase Il promoter in response to osmotic stress.
SGD:S000000386  MADS-box tral GO:0061393 sGD NCBIT(IGI  SGD:S0000041C PANTHE gene PMID: 12482976 20120117 positve regulation of transcription from RNA polymerase Il promoter in response to osmotic stress.
SGD:S000004103  Mitogen-activa GO:0061393  {'re SGD NCBIT: IMP PANTHE gene PMID:23435728 20160301 positive regulation of transcription from RNA polymerase Il promoter in response to osmotic stress
SGD:S000004103  Mitogen-activa GO:0061393  {'re SGD NCBIT: IMP PANTHE gene PMID:23435728 20160301 positive regulation of transcription from RNA polymerase Il promoter in response to osmotic stress
SGD:S000004103  Mitogen-activa GO:0061393  {'re SGD NCBIT: IMP PANTHE gene PMID:23435728 20160301 positive regulation of transcription from RNA polymerase Il promoter in response to osmotic stress
SGD:S000004103  Mitogen-activa GO:0061393  {'re SGD NCBIT: IMP PANTHE gene PMID:23435728 20160301 positive regulation of transcription from RNA polymerase Il promoter in response to osmotic stress
SGD:S000004103  Mitogen-activa GO:0061393  {'re SGD NCBIT: IMP PANTHE gene PMID:23435728 20160301 positve regulation of transcription from RNA polymerase Il promoter in respanse to osmotic stress
SGD:S000004103  Mitogen-activa GO:0061393  {'re SGD NCBIT: IMP PANTHE gene PMID:23435728 20160301 positive regulation of transcription from RNA polymerase Il promoter in response {0 osmotic stress
SGD:S000004103  Mitogen-activa GO:0061393  {'re SGD NCBIT: IMP PANTHE gene PMID:24508389 20141028 positive regulation of transcription from RNA polymerase Il promoter in response to osmotic stress
SGD:S000003865  Cytosolic copp GO:0036091 SGD NCBIT: IMP PANTHE gene PMID:24647101 20140327 positive regulation of transcription from RNA polymerase Il promoter in response to oxidative stress
SGD:S000000287  Transcription f GO:0036003 SGD NCBIT: IDA PANTHE gene PMID:9036858 20141030 positive regulation of transcription from RNA polymerase Il promoter in response to stress
SGD:S000002178  Transcription f GO:0036003 sGD NCBIT: IMP gene PMID: 11027285 20120216 positive regulation of transcription from RNA polymerase Il promoter in response to stress
SGD:S000002178  Transcription f GO:0036003 sGD NCBIT: IMP gene PMID: 16556235 20120216 positive regulation of transcription from RNA polymerase Il promoter in response to stress
SGD:S000002178  Transcription f GO:0036003 sGD NCBIT: IMP gene PMID: 18086556 20120216 positive regulation of transcription from RNA polymerase Il promoter in response to stress
SGD:S000002178  Transcription f GO:0036003 SGD NCBIT: IMP gene PMID: 18627600 20120216 positive regulation of transcription from RNA polymerase Il promoter in response to stress
SGD:S000002178  Transcription f GO:0036003 sGD NCBITc HMP gene PMID:11027285 20120215 positive regulation of transcription from RNA polymerase Il promolter in response (0 stress
SGD:S000002178  Transcription f GO:0036003 sGD NCBIT HMP gene PMID: 18627600 20120215 positive regulation of transcription from RNA polymerase Il promoter in response to stress
SGD:S000006212 ~ Transcriptional GO:0036003 sGD NCBIT: IMP PANTHE gene PMID: 16176797 20140826 positive regulation of transcription from RNA polymerase Il promoter in response to stress
SGD:S000002831  AP-1-lke basic GO:0036003 SGD NCBITIGI  SGD:S000004466 gene PMID:9372930 20120226 positive regulation of transcription from RNA polymerase Il promoter in response to stress
SGD:S000004256  Transcription f; GO:0036003  {'re SGD NCBIT: IMP PANTHE gene PMID:12529331 20141028 positive regulation of transcription from RNA polymerase Il promolter in response (0 stress
SGD:S000004256  Transcription f GO:0036003  {'re SGD NCBIT: IMP PANTHE gene PMID: 12529331 20141028 positive regulation of transcription from RNA polymerase Il promoter in response to stress
SGD:S000004256  Transcription fi GO:0036003  {'re SGD NCBIT: IMP PANTHE gene PMID: 12529331 20141028 positive regulation of transcription from RNA polymerase Il promoter in response to stress
SGD:S000004266  Transcription fi GO:0036003  {'re SGD NCBIT: IMP PANTHE gene PMID: 12529331 20141028 positive regulation of transcription from RNA polymerase Il promoter in response to stress
SGD:S000004256  Transcription f; GO:0036003  {'re SGD NCBIT: IMP PANTHE gene PMID: 12529331 20141028 positive regulation of transcription from RNA polymerase Il promoter in response to stress
SGD:S000004256  Transcription f GO:0036003  {'re SGD NCBITC IMP PANTHE gene PMID: 12529331 20141028 positive regulation of transcription from RNA polymerase Il promoter in response to stress
SGD:S000004256  Transcription f GO:0036003 sGD NCBITC IPI PANTHE gene PMID: 12529331 20110921 positive regulation of transcription from RNA polymerase Il promoter in response to stress
SGD:S000006010  MADS-box tral GO:0036003 sGD NCBIT: IMP PANTHE gene PMID: 12410835 20120225 positive regulation of transcription from RNA polymerase Il promoter in response to stress
SGD:S000006010  MADS-box tral GO:0036003 sGD NCBIT: IDA PANTHE gene PMID:15116342 20120225 positive regulation of transcription from RNA polymerase Il promoter in response to stress
SGD:S000004640 ~ Stress-respon GO:0097236 sGD NCBIT(IGI  SGD:S00000154 PANTHE gene PMID: 19702872 20120209 positive regulation of transcription from RNA polymerase Il promoter in response to zinc ion starvation
SGD:S000001545 ~ Stress-respon: GO:0097236 sGD NCBITIGI  SGD:S00000464 PANTHE gene PMID: 19702872 20120209 positive regulation of transcription from RNA polymerase Il promoter in respanse to zinc ion starvation
SGD:S000001452 ~ Protein contair GO:0097236  {'re SGD NCBIT: IDA gene PMID:10392447 20190618 positive regulation of transcription from RNA polymerase Il promoter in response to zinc ion starvation
SGD:S000003592 ~ Zinc-regulated GO:0097236  {'re SGD NCBIT: IMP PANTHE gene PMID:12095998 20141028 posiive regulation of transcription from RNA polymerase Il promoter in response to zinc ion starvation
SGD:S000004640  Stress-respon: GO:0061434 sGD NCBITIGI  SGD:S00000154 PANTHE gene PMID: 17914901 20120501 regulation of replicative cell aging by reguiation of transcription from RNA polymerase Il promoter in response to caloric restriction
SGD:S000001545 ~ Stress-respon: GO:0061434 sGD NCBITIGI  SGD:S00000464 PANTHE gene PMID: 17914901 20120501 regulation of replicative cell aging by reguiation of transcription from RNA polymerase il promoter in response to caloric restriction

SGD:S000001318  Transcriptional GO:0061420 SGD NCBIT: IMP gene PMID:16533810 20120127 regulation of transcription from RNA polymerase Il promoter in response to biotin starvation
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20120127 regulation of transcription from RNA polymerase Il promoter in response to biotin starvation
20140207 regulation of transcription from RNA polymerase I promoter in response to DNA damage

20120209 regulation of transcription from RNA polymerase Il promoter in response to methionine

20140710 regulation of transcription from RNA polymerase l promoter in response to osmotic stress.

20110207 regulation of transcription from RNA polymerase Il promoter in response to oxidative stress.

20071105 regulation of transcription from RNA polymerase Il promoter in response to oxidative stress

20071008 regulation of transcription from RNA polymerase l promoter in response to oxidative stress

20130729 regulation of transcription from RNA polymerase Il promoter in response to oxidative stress

20130729 regulation of transcription from RNA polymerase Il promoter in response to oxidative stress

20110909 regulation of transcription from RNA polymerase Il promoter in response to oxidative stress

20141030 regulation of transcription from RNA polymerase l promolter in response to oxidative stress

20110909 regulation of transcription from RNA polymerase Il promoter in response to oxidative stress.

20110909 regulation of transcription from RNA polymerase Il promoter in response to oxidative stress.

20110909 regulation of transcription from RNA polymerase Il promoter in response to oxidative stress

20070606 regulation of transcription from RNA polymerase l promoter in response to oxidative stress

20120126 regulation of transcription from RNA polymerase Il promoter in response to salt stress

20090224 regulation of transcription from RNA polymerase II promoter in response o stress.

20090224 regulation of transcription from RNA polymerase II promoter in response to stress.

20090224 regulation of transcription from RNA polymerase Il promoter in response to stress

20090224 regulation of transcription from RNA polymerase Il promoter i response o stress.

20090224 regulation of transcription from RNA polymerase If promoter in response o stress.

20090727 regulation of transcription from RNA polymerase Il promoter in response to stress.

20110309 regulation of transcription from RNA polymerase Il promoter i response o stress

20110309 regulation of transcription from RNA polymerase Il promoter in response to stress

20160609 regulation of transcription from RNA polymerase II promoter in response o stress.

20090727 regulation of transcription from RNA polymerase Il promoter in response to stress.

20090727 regulation of transcription from RNA polymerase Il promoter in response to stress

20090727 regulation of transcription from RNA polymerase Il promoter i response o stress.

20180207 regulation of transcription from RNA polymerase Il promoter in response to UV-induced DNA damage

20140831 regulation of transcription from RNA polymerase Il promoter in response to zinG ion starvation

20140831 regulation of transcription from RNA polymerase l promoter in response to zinc ion starvation

20140831 regulation of transcription from RNA polymerase Il promoter in response to zin ion starvation

20140831 regulation of transcription from RNA polymerase Il promoter in response to zin ion starvation

20140831 regulation of transcription from RNA polymerase Il promoter in response to zinG ion starvation

20071112 regulation of transcription from RNA polymerase ll promoter in response to oxidative stress

20120614 regulation of transcription from RNA polymerase Il promoter in response to salt stress

20181205 regulation of transcription from RNA polymerase Il promoter in response to UV-induced DNA damage

20120423 negative regulation of transcription from RNA polymerase Il promoter in response to hypoxia

20140527 negative regulation of transcription from RNA polymerase I promoler in response to hypoxia

20120423 negative regulation of transcription from RNA polymerase Il promoter in response to hypoxia

20161129 negative regulation of transcription from RNA polymerase Il promoter in response to stress

20150917 negative regulation of transcription from RNA polymerase Il promoter in response to stress

20161130 negative regulation of transcription from RNA polymerase Il promoter in response to stress

20161129 negaive regulation of transcription from RNA polymerase Il promoter in response to stress

20130617 positive regulation of transcription from RNA polymerase Il promoter in response to calcium ion

20130617 positive regulation of transcription from RNA polymerase Il promoter in response to calcium ion

20130617 positive regulation of transcription from RNA polymerase Il promoter in response to calcium ion

20180327 positive regulation of transcription from RNA polymerase Il promoter in response to endoplasrmic reticulum stress
20180327 positive regulation of transcription from RNA polymerase Il promoter in response to endoplasrmic reficulum stress
20180327 positve regulation of transcription from RNA polymerase Il promoter in response to endoplasrmic reticulum stress
20161209 positive regulation of transcription from RNA polymerase Il promoter in response to heat stress

20161011 positive regulation of transcription from RNA polymerase Il promoter in response to heat stress

20161011 positve regulation of transcription from RNA polymerase Il promoter in response to heat stress

20161201 positive regulation of transcription from RNA polymerase If promoter in response to heat stress

20161202 positive regulation of transcription from RNA polymerase Il promoter in response to heat stress

20161205 positive regulation of transcription from RNA polymerase Il promoter in response to heat stress

20161125 positive regulation of transcription from RNA polymerase Il promoter in response to heat stress

20161129 positive regulation of transcription from RNA polymerase Il promoter in response to heat stress

20120312 positive regulation of transcription from RNA polymerase Il promoter in response to hypoxia

20150317 positive regulation of transcription from RNA polymerase Il promoter in response to hypoxia

20140527 positive regulation of transcription from RNA polymerase Il promoter in response to hypoxia

20160212 positive regulation of transcription from RNA polymerase Il promoter in response to increased salt

20160212 positive regulation of transcription from RNA polymerase Il promoter in response to increased salt

20160212 positive regulation of transcription from RNA polymerase Il promoter in response to increased salt

20160212 positive regulation of transcription from RNA polymerase If promoter in response to increased salt

20120112 positive regulation of transcription from RNA polymerase Il promoter in response to oxidative stress

20140415 positive regulation of transcription from RNA polymerase Il promoter in response to oxidative stress

20140415 positive regulation of transcription from RNA polymerase Il promoter in response to oxidative stress

20160511 positive regulation of transcription from RNA polymerase ll promoter in response to oxidative stress

20171128 positive regulation of transcription from RNA polymerase Il promoter in response to stress

20150917 positive regulation of transcription from RNA polymerase Il promoter in response to stress

20171128 positve regulation of transcription from RNA polymerase Il promoter in response to stress

20170510 positive regulation of transcription from RNA polymerase Il promoter involved in celular response to chemical stimulus
20171128 positive regulation of transcription from RNA polymerase Il promoter involved in defense response to fungus
20160217 positive regulation of transcription from RNA polymerase Il promoter involved in defense response o fungus
20171128 positive regulation of transcription from RNA polymerase Il promoter involved in defense response to fungus
20171128 positive regulation of transcription from RNA polymerase ll promoter involved in defense response to fungus
20171128 positive regulation of transcription from RNA polymerase Il promoter involved in defense response to fungus
20180615 positive regulation of transcription from RNA polymerase Il promoter involved in defense response to fungus
20171128 positive regulation of transcription from RNA polymerase Il promoter involved in defense response to fungus
20171128 positive regulation of transcription from RNA polymerase l promoter involved in defense response to fungus
20140806 regulation of transcription from RNA polymerase I promoler in response to hypoxia

20150401 regulation of transcription from RNA polymerase Il promoter in response to hypoxia

20110919 regulation of transcription from RNA polymerase Il promoter in response to UV-induced DNA damage

20130502 positive regulation of transcription from RNA polymerase If promoter in response to heat stress

20120807 positive regulation of transcription from RNA polymerase Il promoter in response to increased salt

20141112 positive regulation of transcription from RNA polymerase Il promoter in response to stress

20151125 positve regulation of transcription from RNA polymerase Il promoter involved in defense response to fungus
20140414 positive regulation of transcription from RNA polymerase Il promoter involved in defense response to Gram-negative bacterium
20140217 positive regulation of transcription from RNA polymerase Il promoter involved in defense response to Gram-negative bacterium
20140414 positive regulation of transcription from RNA polymerase Il promoter involved in defense response to Gram-negative bacterium
20140414 positive regulation of transcription from RNA polymerase Il promoter involved in defense response to Gram-negative bacterium
20140414 positive regulation of transcription from RNA polymerase Il promoter involved in defense response to Gram-negative bacterium
20120320 negative regulation of transcription from RNA polymerase Il promoler in response to oxidative stress
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label

negative regulation of ribosomal protein gene transcription from RNA polymerase Il promoter in response to chemical stimulus
negative regulation of ribosomal protein gene transcription from RNA polymerase |l promoter in response to nutrient levels
positive regulation of transcription from RNA polymerase Il promoter in response to iron

regulation of transcription from RNA polymerase Il promoter in response to UV-induced DNA damage

negative regulation of transcription from RNA polymerase Il promoter in response to UV-induced DNA damage

regulation of transcription from RNA polymerase Il promoter in response to iron ion starvation

regulation of transcription from RNA polymerase Il promoter in response to zinc ion starvation

regulation of transcription from RNA polymerase Il promoter in response to iron

negative regulation of transcription from RNA polymerase Il promoter in response to iron

positive regulation of transcription from RNA polymerase Il promoter in response to stress

positive regulation of transcription from RNA polymerase Il promoter in response to iron ion starvation

positive regulation of transcription from RNA polymerase Il promoter in response to oxidative stress

positive regulation of invasive growth in response to glucose limitation by positive regulation of transcription from RNA polymerase Il promoter
positive regulation of transcription from RNA polymerase Il promoter in response to menadione

positive regulation of transcription from RNA polymerase Il promoter in response to nitrogen starvation

regulation of transcription from RNA polymerase Il promoter in response to stress

regulation of transcription from RNA polymerase Il promoter in response to oxidative stress

regulation of transcription from RNA polymerase Il promoter in response to osmotic stress

positive regulation of transcription from RNA polymerase Il promoter in response to osmotic stress

positive regulation of transcription from RNA polymerase Il promoter in response to arsenic-containing substance

regulation of transcription from RNA polymerase |l promoter in response to copper ion

positive regulation of transcription from RNA polymerase |l promoter in response to cobalt ion

positive regulation of transcription from RNA polymerase Il promoter in response to calcium ion

positive regulation of transcription from RNA polymerase Il promoter in response to a hypotonic environment

positive regulation of transcription from RNA polymerase Il promoter in response to acidic pH

positive regulation of transcription from RNA polymerase Il promoter in response to nitrosative stress

positive regulation of transcription from RNA polymerase Il promoter in response to increased salt

positive regulation of transcription from RNA polymerase Il promoter in response to hydrostatic pressure

positive regulation of transcription from RNA polymerase Il promoter in response to glucose starvation

positive regulation of transcription from RNA polymerase Il promoter in response to hydrogen peroxide

positive regulation of transcription from RNA polymerase Il promoter in response to heat stress

positive regulation of transcription from RNA polymerase Il promoter in response to freezing

positive regulation of transcription from RNA polymerase Il promoter in response to ethanol

positive regulation of transcription from RNA polymerase Il promoter in response to cold

positive regulation of transcription from RNA polymerase Il promoter in response to amino acid starvation

regulation of transcription from RNA polymerase Il promoter in response to salt stress

negative regulation of transcription from RNA polymerase Il promoter in response to oxidative stress

regulation of transcription from RNA polymerase Il promoter in response to hypoxia

positive regulation of transcription from RNA polymerase Il promoter in response to hypoxia

regulation of transcription from RNA polymerase |l promoter in response to biotin starvation

positive regulation of transcription from RNA polymerase Il promoter in response to alkaline pH

negative regulation of transcription from RNA polymerase Il promoter in response to hypoxia

regulation of transcription from RNA polymerase Il promoter in response to methionine

regulation of replicative cell aging by regulation of transcription from RNA polymerase Il promoter in response to caloric restriction
negative regulation of transcription from RNA polymerase Il promoter in response to iron ion starvation

negative regulation of transcription from RNA polymerase Il promoter in response to stress

positive regulation of transcription from RNA polymerase Il promoter in response to zinc ion starvation

positive regulation of transcription from RNA polymerase Il promoter in response to methylglyoxal

negative regulation of invasive growth in response to glucose limitation by negative regulation of transcription from RNA polymerase Il promoter
negative regulation of cellular response to alkaline pH by negative regulation of transcription from RNA polymerase |l promoter
negative regulation of cellular hyperosmotic salinity response by negative regulation of transcription from RNA polymerase Il promoter
positive regulation of transcription from RNA polymerase |l promoter involved in defense response to fungus

positive regulation of transcription from RNA polymerase Il promoter involved in cellular response to chemical stimulus

positive regulation of transcription from RNA polymerase Il promoter involved in defense response to Gram-negative bacterium
negative regulation of filamentous growth of a population of unicellular organisms in response to starvation by negative regulation of transcription from RNA polymerase Il promoter
positive regulation of filamentous growth of a population of unicellular organisms in response to starvation by positive regulation of transcription from RNA polymerase Il promoter
positive regulation of transcription from RNA polymerase Il promoter in response to maltose

regulation of transcription from RNA polymerase Il promoter in response to DNA damage

positive regulation of transcription from RNA polymerase Il promoter in response to endoplasmic reticulum stress

negative regulation of transcription from RNA polymerase Il promoter in response to endoplasmic reticulum stress



