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https://bio.tools/x_hunter
ftp://ftp.thegpm.org/projects/xhunter
https://bio.tools/x2k_web
http://amp.pharm.mssm.edu/X2K/#api
https://bio.tools/x2k_web
http://amp.pharm.mssm.edu/X2K/#command-line
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https://bio.tools/xina
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https://gitlab.cc il o ith/cwl_files/r yara_indexer.cwl

https://gitlab.cc il o ith/cwl_files/r ara_mapper.cwl

https:/anaconda.org/bioconda/yara
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