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Highlights 0
Multi-trait Blast+BLB+quality IR24X1004 Pi9+Pi35+xa25-2+xa41-Kh-Xa21-Xa23-Pi54(Ttp)-Pikh+fgr-1+Hd9(N22)0% 98.11% NA IRRI 154 2025DS
Multi-trait Blast, quality IR22X1018 Pi9+Pi35+Pi54(Ttp)-Pikh+fgr-1+Hd9(N22)0% 97.44% NA IRRI 154 Available 9kg Yes - working All tested isolates for leaf and neck blast, Philippines, India, Bangladesh.  Limited testing in Cote d'Ivoire and Colombia, also resistant.QD91 QD91:2-672 Blast, quality Pi9+Pi35+Pi54(Ttp)-Pikh+fgr-1+Hd9(N22)IR22X1018 0% 97.44% 0 9kg TRUE Pathology, IRRI; UPLB, Philippines; Pathology, IRRI Kenya; PhilRice; ; ; ; ; ; ; ; ; Pathology, IRRI UPLB, PhilippinesPathology, IRRI KenyaPhilRice
Disease BLB IR22X1020 xa25-2+xa41-Kh-Xa21-Xa23Khama1183 0% 97.83% NA IRRI 154 Available 5kg Yes - working All tested isolates from Philippines.NOTE: sweet13+Pita now in coupled linkage.  Distance measured in BC-F1 population at 4.3cM.QD78 QD78:20-970:4-12:432-143 BLB xa25-2+xa41-Kh-Xa21-Xa23IR22X1020 0% 97.83% 0 5kg TRUE Pathology, IRRI; ; ; ; ; ; ; ; ; ; ; Pathology, IRRI

Disease RYMV IR23X1032 rymv1-2+rymv2+RYMV3 0% 97.05% NA IRRI 154 Available 5g IN3:10-198

Disease RYMV IR23X1033 rymv1-5+rymv2+RYMV3 0% 97.45% NA IRRI 154 Available 5g IN4:6-106

Disease Bacterial leaf blight IR21X1019 Xa21+Xa23 Xa21+Xa23 0% 98.55% IRRI 154 Available 5kg Yes - working Coupled linkage of Xa21+Xa23 (pyramided with xa5 in IRRI 154). QD30 IRBB 60 + IRBB 23N/A <52kb (1.0cM) QD30:24-10:77:6-218-38 Fixed line under confirmation 2022-02-01 Bacterial leaf blightXa21+Xa23 IR21X1019 0% 98.55% 0 5kg TRUE Supreme Seeds; AfricaRice, Madagascar; CIRAD, France; HRDC Platinum; Medium, IRRISupreme Seeds AfricaRice, MadagascarCIRAD, France HRDC Platinum Medium, IRRI
Disease Bacterial leaf blight IR20X1006 xa13 xa13 0% 99.08% 294000 IRRI 154 Complete Available 3.8kg Yes - working Good resistance to PXO99 Pyramided with xa5 in the IRRI 154 background.  Additional backcrossing into Rc222 is underway but I'm making this available now as a pre-release product due to demand.QD18 IRBB 60 <179kb (1.6cM) <115kb (0.12cM) None Primary QD18:2:53:720-158:4:14-149-1 179000 115000 1.6 0.12 Bacterial leaf blightxa13 IR20X1006 0% 99.08% 294000 3.8kg TRUE IRRI-Irrigated; Pathology IRRI; SeedX, Israel; UPL, India; Corteva; SeedWorks, India; IRRI-Rainfed; Medium, IRRI; PhilRice; AfricaRice, Cote d'Ivoire; AfricaRice, Madagascar; CIRAD, France; CIAT, ColombiaIRRI-Irrigated Pathology IRRI SeedX, Israel UPL, India Corteva SeedWorks, IndiaIRRI-Rainfed Medium, IRRI PhilRice AfricaRice, Cote d'IvoireAfricaRice, MadagascarCIRAD, France CIAT, Colombia
Disease Blast IR20X1007 Pik locus Pik-h 0% 97.00% 462000 IRRI 154 Complete Available 4.0kb Yes - working Broad-spectrum race-specific resistance to both leaf and neck blast.Likely to be coupled now with Xa4 QD17 IRBL-kh <280kb (0.27cM) <182kb (0.18cM) None Primary QD17:1:51:3-62:803:9-23 280000 182000 0.27 0.18 Blast Pik locus IR20X1007 0% 97.00% 462000 4.0kb TRUE IRRI-Irrigated; Pathology IRRI; SeedX, Israel; HRDC platinum; UPL, India; Corteva; SeedWorks, India; IRRI-Rainfed; Medium, IRRI; PhilRice; AfricaRice, Cote d'Ivoire; CIAT, ColombiaIRRI-Irrigated Pathology IRRI SeedX, Israel HRDC platinum UPL, India Corteva SeedWorks, IndiaIRRI-Rainfed Medium, IRRI PhilRice AfricaRice, Cote d'IvoireCIAT, Colombia
Disease Blast IR20X1002 Pi9/Pi2/Piz-t locusPi9 0% 99.14% 594000 IRRI 154 Complete Available 3.8kg Yes - working Broad-spectrum race-specific resistance to both leaf and neck blast. QD16 IRBL9-w <94 kb (0.45cM) <500kb (0.15cM) None Primary QD16:1:201:486:32:4:10-203-35 Distribution of seed 94000 500000 0.45 0.15 10366673 10806266 439593 Blast Pi9/Pi2/Piz-t locusIR20X1002 0% 99.14% 594000 3.8kg TRUE IRRI-Irrigated; Pathology IRRI; SeedX, Israel; HRDC platinum; UPL, India; Corteva; SeedWorks, India; IRRI-Rainfed; Medium, IRRI; PhilRice; AfricaRice, Cote d'Ivoire; CIAT, ColombiaIRRI-Irrigated Pathology IRRI SeedX, Israel HRDC platinum UPL, India Corteva SeedWorks, IndiaIRRI-Rainfed Medium, IRRI PhilRice AfricaRice, Cote d'IvoireCIAT, Colombia
Disease Blast IR19X1004 Pi54 Pi54-Katy 0% 99.70% 382000 IRRI 154 Complete Available Marginal benefit Significant yield penalty QD37 Hokkai 188 <128kb (0.49cM <254kb (1.35cM) None Leveraged QD37:25:20:189:14:238-16 Fixed line available (seed increase) 128000 254000 0.49 1.35 2020-02-18 Blast Pi54 IR19X1004 0% 99.70% 382000 TRUE Pathology IRRI; SeedX, Israel; UPL, India; Corteva; SeedWorks, India; IRRI-Irrigated; IRRI-Rainfed; Medium, IRRI; PhilRice; AfricaRice, Cote d'Ivoire; CIAT, ColombiaPathology IRRI SeedX, Israel UPL, India Corteva SeedWorks, IndiaIRRI-Irrigated IRRI-Rainfed Medium, IRRI PhilRice AfricaRice, Cote d'IvoireCIAT, Colombia
Disease Blast IR20X1003 Os01g0782100 Pi35 0% 99.97% 270000 IRRI 154 Complete Available 4.1kg Yes - working Broad-spectrum race-specific resistance to both leaf and neck blast. QD15 Hokkai 188 <169kb (0.24cM) <101kb (0.34cM) None Primary QD15:25:20:189:609:609:3-12 BC5F2 plants growing 169000 101000 0.24 0.34 2019-08-24 33079042 33224839 145797 Blast Os01g0782100 IR20X1003 0% 99.97% 270000 4.1kg TRUE Pathology IRRI; SeedX, Israel; UPL, India; Corteva; SeedWorks, India; IRRI-Irrigated; IRRI-Rainfed; Medium, IRRI; PhilRice; AfricaRice, Cote d'Ivoire; CIAT, ColombiaPathology IRRI SeedX, Israel UPL, India Corteva SeedWorks, IndiaIRRI-Irrigated IRRI-Rainfed Medium, IRRI PhilRice AfricaRice, Cote d'IvoireCIAT, Colombia

Disease Blast IR19X1003 Pi54 Pi54-Tetep 15% 98.69% 469000 IRRI 154 Complete Available 1kg Marginal benefit QD27 IRBB 60 <292kb (0.30cM) <177kb (0.30cM) Leveraged QD27:2:53:351:116:37:1-12 292000 177000 0.3 0.3 2020-02-18 Blast Pi54 IR19X1003 15% 98.69% 469000 1kg TRUE IRRI-Bangladesh; Pathology IRRI; SeedX, Israel; UPL, India; Corteva; SeedWorks, India; IRRI-Irrigated; IRRI-Rainfed; Medium, IRRI; AfricaRice, Cote d'Ivoire; CIAT, ColombiaIRRI-Bangladesh Pathology IRRI SeedX, Israel UPL, India Corteva SeedWorks, IndiaIRRI-Irrigated IRRI-Rainfed Medium, IRRI AfricaRice, Cote d'IvoireCIAT, Colombia
Disease Blast IR22X1002 pi21 Owarihatamochi 0% 97% 127000 IRRI 154 Complete Available 9kg Yes - working Broad spectrum resistance to leaf blast, little effect for neck blast. QD34 Owarihatamochi <99kb <28kb None Primary QD34:9-239:1-113:5:38-8 99000 28000 Blast pi21 IR22X1002 0% 97% 127000 9kg TRUE Pathology, IRRI; Medium, IRRIPathology, IRRI Medium, IRRI
Disease Blast Bsr-D1 1% 97.77% IRRI 154 Recombinant selection -2 QD70 M1378 (<134kb) Leveraged QD70:13:3:125:12-213-162:474-2 134000 Blast Bsr-D1 1% 97.77% 134000 FALSE ; ; ; ; ; ; ; ; ; ; ; ; 
Disease Blast IR22X1019 Pii 22% 96.70% IRRI 154 Complete Available 9kg Leveraged product from Deng Nyay CSSLs; no recombinant selection yet.  For phenotypic validation.QD67 Deng Nyay None None Leveraged QD67:8:12:2:2-3-83 Blast Pii IR22X1019 22% 96.70% 0 9kg FALSE ; ; ; ; ; ; ; ; ; ; ; ; 
Disease Blast Pi9/Pi2/Piz-t locusPi2 IR22X1018 Primary
Disease Blast Os01g0782100 Pish 0% IR22X1018 Primary
Disease Blast Pik locus Pikm IR22X1018 Primary
Disease Blast Pi9/Pi2/Piz-t locusPiA15 0% IR22X1018 Primary
Disease Blast Pi9/Pi2/Piz-t locusPiA35 0% IR22X1018 Primary
Abiotic stress Drought tolerance IR22X1006 DTY2.2 qDTY2.2 0% 98.11% IRRI 154 Complete Available 5kg Yes - working c. 2x grain yield under severe stress QD12 Sookha dhan 4  --  -- Primary QD12:1:4:11:11:16-39-1-1:3-74-38-25 Drought toleranceDTY2.2 IR22X1006 0% 98.11% 0 5kg TRUE Medium, IRRI Medium, IRRI
Abiotic stress Drought tolerance IR22X1006 DTY4.1 qDTY4.1 7% IRRI 154 Complete Available 5kg Marginal benefit QD12 Sookha dhan 4  --  -- Primary QD12:1:4:11:11:16-39-1-1:3-74-13 Drought toleranceDTY4.1 IR22X1006 7% 0 5kg TRUE Medium, IRRI Medium, IRRI

Abiotic stress Drought tolerance IR20X1001 DTY3.2 qDTY3.2-N22 0% 99.38% 213000 IRRI 154 Complete Available 2.9kg Downstream recombination point refined by 7k chip with marker 7k_2511880 (3:1380055)QD16 IRBL9-w <123kb (0.73cM) <90kb (1.12cM) Leveraged QD16:1:201:486:32:4:10-203-25 Distribution of seed 123000 90000 0.73 1.12 1196831 1359713 162882 Drought toleranceDTY3.2 IR20X1001 0% 99.38% 213000 2.9kg TRUE IRRI; Pathology IRRI; SeedX, Israel; UPL, India; Corteva; SeedWorks, India; IRRI-Irrigated; IRRI-Rainfed; Medium, IRRIIRRI Pathology IRRI SeedX, Israel UPL, India Corteva SeedWorks, IndiaIRRI-Irrigated IRRI-Rainfed Medium, IRRI
Abiotic stress Drought tolerance DTY3.2 qDTY3.2-Swarna See Hd9(swarna) Not for breeding purposes; for testing effectiveness of qDTY3.2 Leveraged
Abiotic stress Drought tolerance DTY1.1 IR22X1018 Complete QD98 IR 96321-1447-521-B-2-1-2-1 Primary QD98:1:7:17:12-81
Abiotic stress Drought tolerance DTY3.1 IR22X1018 Complete QD98 IR 96321-1447-521-B-2-1-2-1 Primary QD98:1:7:17:12-81
Abiotic stress Cold tolerance IR19X1001 COLD1 COLD1 1% 99.30% 334000 IRRI 154 Complete Available 5kg Marginal benefit QD35 Hokkai 188 <101kb (0.49cM) <233kb (0.70cM) Leveraged QD35:25:20:189:604:346:49-6 101000 233000 0.49 0.7 Cold tolerance COLD1 IR19X1001 1% 99.30% 334000 5kg TRUE Pathology IRRI; SeedX, Israel; UPL, India; Corteva; SeedWorks, India; IRRI-Irrigated; IRRI-Rainfed; Medium, IRRI; PhilRice; AfricaRice, Cote d'Ivoire; CIAT, ColombiaPathology IRRI SeedX, Israel UPL, India Corteva SeedWorks, IndiaIRRI-Irrigated IRRI-Rainfed Medium, IRRI PhilRice AfricaRice, Cote d'IvoireCIAT, Colombia
Abiotic stress Salinity (vegetative) IR22X1032 qSIS1.2 0% 99% IRRI 154 Complete Available 5g Yes - working c. 40% of the difference between IRRI 154 and highly-tolerant check FL478 QD3 FL478 Primary QD3:4-151-R1014:4:20:20-172:8:144-40-156-2-204-342:3-108-756 Salinity (vegetative)qSIS1.2 IR22X1032 0% 99% 0 5g FALSE ; ; ; ; ; ; ; ; ; ; ; ; 
Abiotic stress Salinity (vegetative) IR23X1023 qSIS1.2 0% 90.35% IR16A3712 Available 5g Yes - working Primary LA001.01:1:8:13-178-5 Salinity (vegetative)qSIS1.2 IR23X1023 0% 90.35% 0 5g FALSE ; ; ; ; ; ; ; ; ; ; ; ; 
Abiotic stress Salinity (vegetative) IR22X1034 qSIS1.2 0% 86.54% IR16A4029 Available 5g Yes - working Primary LA001.04:1:2:26:40-34 Salinity (vegetative)qSIS1.2 IR22X1034 0% 86.54% 0 5g FALSE ; ; ; ; ; ; ; ; ; ; ; ; 
Abiotic stress Salinity (vegetative) IR23X1024 qSIS1.2 0% 87.42% IR16A4085 Available 5g Yes - working Primary LA001.05:1:1:108-128-5 Salinity (vegetative)qSIS1.2 IR23X1024 0% 87.42% 0 5g FALSE ; ; ; ; ; ; ; ; ; ; ; ; 
Abiotic stress Salinity (vegetative) IR23X1030 qSIS1.2 0% 86.60% IR16A4565 Available 5g Yes - working Primary LA001.09:1-2:67:37-53 Salinity (vegetative)qSIS1.2 IR23X1030 0% 86.60% 0 5g FALSE ; ; ; ; ; ; ; ; ; ; ; ; 
Abiotic stress Salinity (vegetative) IR23X1025 qSIS1.2 0% 88.42% IR16A5126 Available 5g Yes - working Primary LA001.11:3:16:86-9-5 Salinity (vegetative)qSIS1.2 IR23X1025 0% 88.42% 0 5g FALSE ; ; ; ; ; ; ; ; ; ; ; ; 
Abiotic stress Salinity (vegetative) IR23X1026 qSIS1.2 0% 92.52% IR17A1083 Available 5g Yes - working Primary LA001.12:1:2:28-15-11 Salinity (vegetative)qSIS1.2 IR23X1026 0% 92.52% 0 5g FALSE ; ; ; ; ; ; ; ; ; ; ; ; 
Abiotic stress Salinity (vegetative) IR23X1029 qSIS1.2 0% 93.29% IR17A1371 Available 5g Yes - working Primary LA001.13:6:8:22:1-89 Salinity (vegetative)qSIS1.2 IR23X1029 0% 93.29% 0 5g FALSE ; ; ; ; ; ; ; ; ; ; ; ; 
Abiotic stress Salinity (vegetative) IR23X1027 qSIS1.2 0% 90.52% IR17A2444 Available 5g Yes - working Primary LA001.17:1:17:103-2-5 Salinity (vegetative)qSIS1.2 IR23X1027 0% 90.52% 0 5g FALSE ; ; ; ; ; ; ; ; ; ; ; ; 
Abiotic stress Salinity (vegetative) IR23X1028 qSIS1.2 0% 95.83% IR17A2485 Available 5g Yes - working Primary LA001.18:2:7:13-2-15 Salinity (vegetative)qSIS1.2 IR23X1028 0% 95.83% 0 5g FALSE ; ; ; ; ; ; ; ; ; ; ; ; 
Abiotic stress Salinity (vegetative) Salinity pyramid qSIS1.2+1.1+11.1 0% IRRI 154 Complete Available Yes - working Primary QD3:4-151-R1014:4:20:20-172:8:284-303-4
Abiotic stress Salinity (vegetative) IR23X1011 Salinity pyramid qSIS1.2+1.1+11.1 0% 87.03% IR16A3712 Available 50g Yes - working Primary LA001.01:1:8:13-44-34
Abiotic stress Salinity (vegetative) IR23X1016 Salinity pyramid qSIS1.2+1.1+11.1 0% 87.94% IR16A4029 Available 50g Yes - working Primary LA001.04:1:2:26:8-30
Abiotic stress Salinity (vegetative) IR23X1018 Salinity pyramid qSIS1.2+1.1+11.1 0% 83.30% IR16A4565 Available 50g Yes - working Primary LA001.09:1-2:67:69-115
Abiotic stress Salinity (vegetative) IR23X1012 Salinity pyramid qSIS1.2+1.1+11.1 0% 85.41% IR16A5126 Available 50g Yes - working Primary LA001.11:3:16:40-92-25
Abiotic stress Salinity (vegetative) IR23X1013 Salinity pyramid qSIS1.2+1.1+11.1 0% 87.84% IR17A1083 Available 50g Yes - working Primary LA001.12:1:2:13-64-12
Abiotic stress Salinity (vegetative) IR23X1017 Salinity pyramid qSIS1.2+1.1+11.1 0% 76.18% IR17A1371 Available 50g Yes - working Primary LA001.13:6:8:22:26-144
Abiotic stress Salinity (vegetative) IR23X1014 Salinity pyramid qSIS1.2+1.1+11.1 0% 88.96% IR17A2444 Available 50g Yes - working Primary LA001.17:1:17:71-18-1
Abiotic stress Salinity (vegetative) IR23X1015 Salinity pyramid qSIS1.2+1.1+11.1 0% 84.20% IR17A2485 Available 50g Yes - working Primary LA001.18:2:7:13-43-1
Abiotic stress Salinity (vegetative) Salinity pyramid qSIS1.2+1.1+11.1 0% IR16A4085 Available Yes - working Primary
Abiotic stress Heat (vegetative+reproductive stage) TT1 glaberrima-1 0% 98.05% 278000 IRRI 154 Complete 5g QD73 TOG 5674 M1502 (100kb) M1512 (177kb) Leveraged QD73:20:6:2:3:321-61-156:22-781 100000 178000 Heat (vegetative+reproductive stage)TT1 0% 98.05% 278000 5g FALSE ; ; ; ; ; ; ; ; ; ; ; ; 
Abiotic stress Heat (vegetative+reproductive stage)IR23X1009 TT1 R99H, A163T 0% 99.57% 278000 IRRI 154 Complete Available 5kg QD49 TOG 5307 M1502 (100kb) M1512 (178kb) Leveraged QD49:12:2:3:1-125:83-15:5-30 100000 178000 Heat (vegetative+reproductive stage)TT1 IR23X1009 0% 99.57% 278000 5kg FALSE ; ; ; ; ; ; ; ; ; ; ; ; 
Abiotic stress Cold (reproductive) IR22X1029 qPSST6 Owarihatamochi 0% 99.12% 201000 IRRI 154 Complete Available 5kg Little apparent effect at vegetative stage.  Awaiting reproductive stage results QD71 Owarihatamochi M1548 (110kb) M1561 (91kb) Leveraged QD71:3-290:4-192:41-96:519-37 110000 91000 Cold (reproductive)qPSST6 IR22X1029 0% 99.12% 201000 5kg FALSE ; ; ; ; ; ; ; ; ; ; ; ; 
Abiotic stress IR22X1030 OsHP Owarihatamochi 0% 97.18% IRRI 154 Complete 5g QD71 Owarihatamochi Leveraged QD71:3-290:4-192:41-96:460-40-1 OsHP IR22X1030 0% 97.18% 0 5g FALSE ; ; ; ; ; ; ; ; ; ; ; ; 
Disease Brown planthopper IR22X1009 BPH9 BPH9-9 0% 98.80% 525000 IRRI 154 Complete Available 9kg Yes - working -1 SES unit QD45 IRRI147 <213kb <312kb Primary QD45:13:3:96:459-669:80-21 213000 312000 Brown planthopperBPH9 IR22X1009 0% 98.80% 525000 9kg TRUE Medium, IRRI; PhilRice; AfricaRice, Cote d'Ivoire; CIAT, ColombiaMedium, IRRI PhilRice AfricaRice, Cote d'IvoireCIAT, Colombia
Disease Brown planthopper IR23X1022 BPH17 BPH17 10% 98.82% 630000 IRRI 154 Complete For seed increase QD46 PTB18 <237kb Primary QD46:8:171:38-9:360:690-391-739 393000 237000 Brown planthopperBPH17 IR23X1022 10% 98.82% 630000 FALSE ; ; ; ; ; ; ; ; ; ; ; ; 

Disease Bacterial leaf blight Xa21 Xa21 0% 615000 IRRI 154 Complete NA Yes - working Tested as part of IR22X1020 
pyramid

Pyramided with xa5 in the IRRI 154 background.  These will not be 
released as separate products; we will focus on generating the 
coupled linkage of both genes.

QD18 IRBB 60  -- <115kb (0.54cM) Primary QD18:2:53:583 500000 115000 0.54 Bacterial leaf blightXa21 0% 615000 FALSE ; ; ; ; ; ; ; ; ; ; ; ; 

Disease Bacterial leaf blight IR21X1020 Xa23 Xa23 0% 99.28% 346000 IRRI 154 Complete Available 5kg Yes - working Very good broad-spectrum 
resistance

QD19 IRBB 23 <294kb (0.61cM) <52kb (1.0cM) Primary QD30:24-10:77:6-229-5 Fixed line under confirmation 294000 52000 0.61 1 2022-02-01 Bacterial leaf blightXa23 IR21X1020 0% 99.28% 346000 5kg TRUE AfricaRice, Madagascar; CIRAD, France; Pathology, IRRI; Medium, IRRIAfricaRice, MadagascarCIRAD, France Pathology, IRRI Medium, IRRI
Disease Bacterial leaf blight sweet13 xa25-2 0% IRRI 154 Complete Yes - working Tested as part of IR22X1020 pyramid QD24 Khama 1183 Primary Bacterial leaf blightsweet13 0% 0 FALSE ; ; ; ; ; ; ; ; ; ; ; ; 
Disease Bacterial leaf blight sweet14 xa41-Kh 0% IRRI 154 Complete Yes - working Tested as part of IR22X1020 pyramid QD24 Khama 1183 Primary Bacterial leaf blightsweet14 0% 0 FALSE ; ; ; ; ; ; ; ; ; ; ; ; 
Disease Rice Yellow Mottle VirusIR20X1008 rymv1 rymv1-2 0% 99.35% 311000 IRRI 154 Complete Available 9kg Yes - working Resistant to many isolates in Cote d'Ivoire, Kenya, Mozambique, Tanzania, Burundi QD32 Gigante <200kb (0.5cM) <111kb (0.2cM) None Primary QD32:3:941:82:36 200000 111000 0.5 0.2 Rice Yellow Mottle Virusrymv1 IR20X1008 0% 99.35% 311000 9kg TRUE IRRI-Irrigated; Pathology IRRI; SeedX, Israel; UPL, India; Corteva; SeedWorks, India; IRRI-Rainfed; AfricaRice, Cote d'IvoireIRRI-Irrigated Pathology IRRI SeedX, Israel UPL, India Corteva SeedWorks, IndiaIRRI-Rainfed AfricaRice, Cote d'Ivoire
Disease Rice Yellow Mottle VirusIR23X1001 rymv1 rymv1-3 0% 100.00% 595000 IRRI 154 Complete Available Yes - working Resistant to nearly all tested isolates in Cote d'Ivoire, Kenya, Mozambique, Tanzania, Burundi QD43 TOG 5681 <200kb <395kb Primary QD43:1:4:3:1:5:250:399-24-9 200000 395000 Rice Yellow Mottle Virusrymv1 IR23X1001 0% 100.00% 595000 TRUE Pathology, IRRI Kenya; Pathology, IRRI Tanzania; Pathology, IRRI Burundi; ; Pathology, IRRI KenyaPathology, IRRI TanzaniaPathology, IRRI Burundi
Disease Rice Yellow Mottle VirusIR23X1002 rymv1 rymv1-5 0% 99.78% 222000 IRRI 154 Complete Available 5g Yes - working Resistant to nearly all tested isolates in Cote d'Ivoire, Kenya, Mozambique, Tanzania, Burundi QD44 TOG 5674 <108kb <114kb Primary QD44:20:6:2:3:244-26-62-22:12-679-20 108000 114000 Rice Yellow Mottle Virusrymv1 IR23X1002 0% 99.78% 222000 5g TRUE Pathology, IRRI Kenya; Pathology, IRRI Tanzania; Pathology, IRRI Burundi; AfricaRice, Cote d'Ivoire; ; Pathology, IRRI KenyaPathology, IRRI TanzaniaPathology, IRRI BurundiAfricaRice, Cote d'Ivoire
Disease Rice Yellow Mottle VirusIR22X1005 rymv2 rymv2 0% 99.32% 327000 IRRI 154 Complete Available 9kg Little effect Little effect has been seen.  Need to confirm introgression was successful.QD48 TOG 7291 <106kb <221kb Primary QD48:6:2:3-45-620:14-233-37 106000 221000 Rice Yellow Mottle Virusrymv2 IR22X1005 0% 99.32% 327000 9kg TRUE Pathology, IRRI Kenya; Pathology, IRRI Tanzania; Pathology, IRRI Burundi; ; Pathology, IRRI KenyaPathology, IRRI TanzaniaPathology, IRRI Burundi
Disease Rice Yellow Mottle VirusIR22X1007 RYMV3 RYMV3 0% 99.35% 238000 IRRI 154 Complete Available 9kg Yes - working Resistant to many isolates in Cote d'Ivoire, Kenya, Mozambique, Tanzania, Burundi QD49 TOG 5307 <112kb <126kb Primary QD49:16:3:3:2:370:26-378-48 112000 126000 Rice Yellow Mottle VirusRYMV3 IR22X1007 0% 99.35% 238000 9kg TRUE Pathology, IRRI Kenya; Pathology, IRRI Tanzania; Pathology, IRRI Burundi; ; Pathology, IRRI KenyaPathology, IRRI TanzaniaPathology, IRRI Burundi
Disease Rice Yellow Mottle VirusIR22X1016 RYMV3 RYMV3 0% 99.56% 115000 IRRI 154 Complete 9kg Yes - working Resistant to many isolates in Cote d'Ivoire, Kenya, Mozambique, Tanzania, BurundiNote new selection, eliminating region on chr02 QD49 TOG 5307 <112kb <3kb Primary QD49:16:3:3:2:370:26-103-20-150 112000 3000 Rice Yellow Mottle VirusRYMV3 IR22X1016 0% 99.56% 115000 9kg TRUE Pathology, IRRI Kenya; Pathology, IRRI Tanzania; Pathology, IRRI Burundi; ; Pathology, IRRI KenyaPathology, IRRI TanzaniaPathology, IRRI Burundi
Disease Tungro virus IR23X1006 TBV1 1% 99.76% 251000 IRRI 154 Complete Available QD88 PTB18 <108kb <143kb (0.15cM) Leveraged QD88:8:171:38-4:104:4-204-14 108000 143000 0.15 Tungro virus TBV1 IR23X1006 1% 99.76% 251000 FALSE ; ; ; ; ; 
Disease Tungro virus TSV1 ARC11554 0% 93.59% IRRI 154 Recombinant selection -2 QD74 Pusa Basmati 1 Leveraged QD74:1:21:75:363:152:366-5-12:9 Tungro virus TSV1 0% 93.59% 0 FALSE ; ; ; ; ; 
Disease Tungro virus IR24X1001 TSV1 M401 0% 99.20% 295000 IRRI 154 Complete Possesses recombinant on both sides, though both upstream and downstream may be further than normal QC.  SHould be fine for validation.QD75 Roxani <112kb <183kb Leveraged QD75:23:51:240:180-792:6-2:16:721-189-342-12 112000 183000 Tungro virus TSV1 IR24X1001 0% 99.20% 295000 FALSE ; ; ; ; ; 
Grain quality Amylose IR20X1019 Waxy Wx(int) 53% 98.55% IRRI 154 Complete Available 5kg Yes - working Amylose 18-22% Eliminates Hd2 QD3 IR107321 Leveraged QD3:4-151-R1014:4:20:20-172:8:385:3-278-24-2-22 Amylose Waxy IR20X1019 53% 98.55% 0 5kg TRUE #N/A PhilRice Medium, IRRI UPLB, Philippines #N/A
Grain quality Amylose IR21X1011 Waxy Wx(Sw) 0% 97.00% 483000 IRRI 154 Complete Available 9kg Yes - working Amylose 25%+, softer texture while hot QD25 IRBLkh <247kb (0.38cM) <236kb (1.8cM) Leveraged QD25:2:74:309:25-277-48 247000 236000 0.38 1.8 Amylose Waxy IR21X1011 0% 97.00% 483000 9kg TRUE Medium, IRRI; PhilRice; Medium, IRRI; AfricaRice, Cote d'Ivoire; CIAT, ColombiaMedium, IRRI PhilRice Medium, IRRI AfricaRice, Cote d'IvoireCIAT, Colombia
Grain quality Amylose Waxy Wx(b) 0% IRRI 154 Leveraged Amylose Waxy 0% 0 FALSE ; ; ; ; ; 
Grain quality Amylose Waxy Wx(IRRI147) IRRI 154 Particular Wx(a) allele exemplified by Nona Bokra and IRRI 147.  Likely associated with low GI.QD45 IRRI 147 Leveraged QD45:13:3:96:459-141:671-156
Grain quality Gelatinisation temperatureIR19X1005 SSIIa (Alk) Alk-3b 13% 99.53% 160000 IRRI 154 Complete Available 8kg Yes - working Low gelatinisation temperature Could be useful in reducing cooking time QD39 Pusa Basmati 1 <61kb (0.27cM) <99kb (0.28cM) None Leveraged QD39:1:21:75:448:230:11-4 BC5F2 plants under selection 61000 99000 0.27 0.28 2019-06-14 Gelatinisation temperatureSSIIa (Alk) IR19X1005 13% 99.53% 160000 8kg TRUE Pathology IRRI; SeedX, Israel; UPL, India; Corteva; SeedWorks, India; IRRI-Irrigated; IRRI-Rainfed; PhilRice; AfricaRice, Cote d'Ivoire; CIAT, ColombiaPathology IRRI SeedX, Israel UPL, India Corteva SeedWorks, IndiaIRRI-Irrigated IRRI-Rainfed PhilRice AfricaRice, Cote d'IvoireCIAT, Colombia

Grain quality Grain size/shape IR19X1006 GW5 GW5-Lemont 0% 97.68% 282000 IRRI 154 Complete Available 4.4kg Little effect Some effect on grain shape but minor; likely only the null alleles that have a major effect on roducing bold grain.Coupled with xa5 and Chalk5 from the IRRI 154 background. QD38 Pusa Basmati 1 <218kb (0.36cM) <64kb (0.28cM) None Leveraged QD38:1:21:75:364:283-38-2 BC4F3 plants under selection 218000 64000 0.36 0.28 2019-06-14 Grain size/shape GW5 IR19X1006 0% 97.68% 282000 4.4kg TRUE Pathology IRRI; SeedX, Israel; UPL, India; Corteva; SeedWorks, India; IRRI-Irrigated; IRRI-Rainfed; Medium, IRRI; PhilRice; AfricaRice, Cote d'Ivoire; CIAT, ColombiaPathology IRRI SeedX, Israel UPL, India Corteva SeedWorks, IndiaIRRI-Irrigated IRRI-Rainfed Medium, IRRI PhilRice AfricaRice, Cote d'IvoireCIAT, Colombia

Grain quality Fragrance IR20X1004 BADH2 fgr-1 0% 99.65% 209000 IRRI 154 Complete Available 3.6kg Yes - working Validated by sensory panels; produces distinct levels of aroma QD14 Pusa Basmati 1 <96kb (0.71cM) <113kb (0.38cM) Leveraged QD14:1:21:75:363:152:366-21 BC5F2 plants seedling stage 96000 113000 0.71 0.38 2019-08-24 Fragrance BADH2 IR20X1004 0% 99.65% 209000 3.6kg TRUE IRRI; Pathology IRRI; SeedX, Israel; UPL, India; Corteva; SeedWorks, India; IRRI-Rainfed; Medium, IRRI; PhilRice; AfricaRice, Cote d'Ivoire; CIAT, ColombiaIRRI Pathology IRRI SeedX, Israel UPL, India Corteva SeedWorks, IndiaIRRI-Rainfed Medium, IRRI PhilRice AfricaRice, Cote d'IvoireCIAT, Colombia
Grain quality Chalk IR22X1008 PGC8-2 japonica 0% 99.40% IRRI 154 Complete Available 9kg QD41 Roxani <4kb (0.0cM) None Leveraged QD41:23:51:240:286-174-14-49:23-18 4000 0 Chalk PGC8-2 IR22X1008 0% 99.40% 4000 9kg TRUE Medium, IRRI Medium, IRRI
Grain quality Grain zinc IR23X1031 qZn5 Jamir 0% 99.38% IRRI 154 Complete Yes - working ~4ppm Zn; c. 45% improvement over baseline Primary
Grain quality IR22X1014 SBE-I Basmati 93.70% 200000 IRRI 154 Complete Available 8kg QD61 Owarihatamochi <66kb <134kb Leveraged QD61:9-239:1-687:35:55-46-11 66000 134000 SBE-I IR22X1014 93.70% 200000 8kg FALSE ; ; ; ; ; 
Grain quality IR22X1028 SBE-IIb japonica 99.38% 350000 IRRI 154 Complete QD62 Owarihatamochi M1684 (240kb) M1691 (110kb) Leveraged QD62:9-239:1-82:68-44:20-45 240000 110000 SBE-IIb IR22X1028 99.38% 350000 FALSE ; ; ; ; ; 
Grain quality IR22X1004 SBE-III Basmati 97.06% IRRI 154 Complete Available 9kg Severe suppression of recombination.  RPP very good, but introgressed interval is quite large.QD63 Pusa Basmati 1 Leveraged QD63:1:21:75:364:283-4-901:894:93-997-234-4 SBE-III IR22X1004 97.06% 0 9kg FALSE ; ; ; ; ; 
Grain quality IR22X1001 GPT1 japonica 99.39% 152000 IRRI 154 Complete Available 9kg QD60 Hokkai 188 <44kb <108kb Leveraged QD60:25:20:189:609:609:4-214:36-1-642-2 44000 108000 GPT1 IR22X1001 99.39% 152000 9kg FALSE ; ; ; ; ; 
Grain quality Grain shape IR22X1003 SLG7 13% 99.59% IRRI 154 Complete Available 9kg Possesses recombinant on both sides, though upstream may be further than normal QC.  SHould be fine for validation.QD64 Roxani <95kb Leveraged QD64:23:51:240:180-792:6-3:62-25 95000 Grain shape SLG7 IR22X1003 13% 99.59% 95000 9kg FALSE ; ; ; ; ; 
Grain quality Spoilage IR24X1002 Lox3 Null 0% 98.24% 198000 IRRI 154 Complete QD67 Deng Nyay M2109 (93kb) M2119 (105kb) Primary QD67:2:3:1:4-6-21-204:164-21-7 93000 105000 Spoilage Lox3 IR24X1002 0% 98.24% 198000 FALSE ; ; ; ; ; 
Maturity Heading date IR23X1003 Ghd7 340 0% 98.92% IRRI 154 Complete QD28 Culture340 M1432 (378kb) Primary QD28:1-33-3:11-5-3:4:6:109:410-334-23:25-365-183-20 378000 Heading date Ghd7 IR23X1003 0% 98.92% 378000 FALSE ; ; ; ; ; 
Maturity Heading date IR22X1023 DTH8 340 0% 99.78% 845000 IRRI 154 Complete Yes - working QD28 Culture340 <351kb (0.98cM) <494kb Modest excess of B allele Primary QD28:1-33-3:11-5-3:1:1:57:10-399-15:4-38 351000 494000 0.98 Heading date DTH8 IR22X1023 0% 99.78% 845000 FALSE ; ; ; ; ; 
Maturity Heading date IR22X1017 Hd1 340 0% 98.26% 221000 IRRI 154 Complete Available 9kg Yes - working QD28 Culture340 161kb (0.1cM) <60kb (0.28cM) Modest excess of B allele Primary QD28:1-33-3:11-5-3:1:1:57:10-305:23-100-25 161000 60000 0.1 0.28 Heading date Hd1 IR22X1017 0% 98.26% 221000 9kg FALSE ; ; ; ; ; 
Maturity Heading date IR22X1024 Hd2 ZS97 7% 98.50% IRRI 154 Complete Yes - working QD45 IRRI147 --None: at end of chromosome Leveraged QD45:13:3:96:459-141:850:37-12-35 0 Heading date Hd2 IR22X1024 7% 98.50% 0 FALSE ; ; ; ; ; 
Maturity Heading date IR23X1021 RFT1 12% 99.75% IRRI 154 Complete QD46 PTB18 <54kb Leveraged QD46:8:171:38-9:360:365:5-93 Heading date RFT1 IR23X1021 12% 99.75% 0 FALSE ; ; ; ; ; 

Maturity Heading date IR20X1001 DTY3.2 qDTY3.2-N22 0% 99.38% 213000 IRRI 154 Complete Available 2.9kg Downstream recombination point refined by 7k chip with marker 7k_2511880 (3:1380055)QD16 IRBL9-w <123kb (0.73cM) <90kb (1.12cM) Leveraged QD16:1:201:486:32:4:10-203-25 Distribution of seed 123000 90000 0.73 1.12 1196831 1359713 162882 Heading date DTY3.2 IR20X1001 0% 99.38% 213000 2.9kg TRUE IRRI; Pathology IRRI; SeedX, Israel; UPL, India; Corteva; SeedWorks, India; IRRI-RainfedIRRI Pathology IRRI SeedX, Israel UPL, India Corteva SeedWorks, IndiaIRRI-Rainfed

Maturity Heading date IR23X1004 Hd9 swarna 26% 406000 IRRI 154 Complete QD78 Khama1183 <160kb <246kb) Leveraged QD78:20-970:4-12:262-210-75 160000 246000 Heading date Hd9 IR23X1004 26% 406000 FALSE ; ; ; ; ; 
Maturity Heading date IR23X1010 Hd9 glaberrima 0% 97.21% IRRI 154 Complete Significantly later flowering QD44 TOG5674 Leveraged QD44:20:6:2:3:244-26-62-22:12-760-36 Heading date Hd9 IR23X1010 0% 97.21% 0 FALSE ; ; ; ; ; 
Yield potential Photosynthesis IR20X1015 NAL1 (Spike) NAL1-Nipponbare 0% 95.75% 279000 IRRI 154 Complete Available 10kg Multilocation trials suggest yield improvement of ~5-9% QD36 Hokkai 188 <103kb (0.59cM) <176kb (0.47cM) Leveraged QD36:25:20:189:526-331-42:1-55 103000 176000 0.59 0.47 Photosynthesis NAL1 (Spike) IR20X1015 0% 95.75% 279000 10kg TRUE IRRI; IRRI-Rainfed; IRRI-Irrigated; IRRI-Africa; Medium, IRRI; PhilRice; AfricaRice, Cote d'Ivoire; CIAT, ColombiaIRRI IRRI-Rainfed IRRI-Irrigated IRRI-Africa Medium, IRRI PhilRice AfricaRice, Cote d'IvoireCIAT, Colombia
Yield potential Grain filling IR22X1031 GFR1 78% 99.50% 208000 IRRI 154 Complete QD70 IRRI147 M1677 (<110kb) M1678 (<98kb) Leveraged QD70:13:3:125:12-213-162:474-363 110000 98000 Grain filling GFR1 IR22X1031 78% 99.50% 208000 FALSE ; ; ; ; ; 
Yield potential Grain number IR22X1015 GNP1 5% 98.38% 83000 IRRI 154 Available 9kg QD89 PTB18 M1715 (<83kb) --None: at end of chromosome Leveraged QD89:8:171:38-4:70:43-57 83000 0 Grain number GNP1 IR22X1015 5% 98.38% 83000 9kg FALSE ; ; ; ; ; 
Yield potential Grain number IR23X1007 GNP1 5% 99.29% IRRI 154 Complete QD89 PTB18 M1715 (<83kb) --None: at end of chromosome Leveraged QD89:8:171:38-4:70:38:10-13
Yield potential Panicle architecture IR23X1005 dep1-1 dep1-1 0% 99.79% 419000 IRRI 154 Complete 5g QD22 Roxani M1043 (<212kb) M1045 (<207kb) Leveraged QD22c:23:51:84-129:93:12-10 212000 207000 Panicle architecturedep1-1 IR23X1005 0% 99.79% 419000 5g FALSE ; ; ; ; ; 
Yield potential Panicle architecture IR22X1012 dep1-2 dep1-2 0% IRRI 154 Complete Available 9kg QD23 Fan Geng 6 Leveraged QD23a:7:2:8:139:29-340-87 Panicle architecturedep1-2 IR22X1012 0% 0 9kg FALSE ; ; ; ; ; 
Yield potential Grain weight tgw6 0% 235886 IR22X1018 Fixation QD69 Zhao Dan Ai M2157 (127kb) M2158 (109kb) Primary QD69:1:1:2:4-2:285-13:55:305 127044 108842 Grain weight tgw6 0% 235886 FALSE
Yield potential Grain number Gn1a-5150 5150 0% 99.09% 437345 IRRI 154 Complete QD68 Zhao Dan Ai M2122 (232kb) M2135 (205kb) Primary QD68:1:9:1:10-3-13:3:14-8-37 231874 205471 Grain number Gn1a-5150 0% 99.09% 437345 FALSE ; ; ; ; ; 
Agronomic Germination speed OsHIPL1 Hap-1 98.02% 233000 IRRI 154 Complete QD67 Deng Nyay M2102 (102kb) M2104 (131kb) Leveraged QD67:2:3:1:4-6-21-892:225-2-5 102000 131000 Germination speedOsHIPL1 98.02% 233000

0
0

Pyramid lines 0
Disease Blast IR21X1014 Pi9+fgr-1+Hd9(N22) 0% 99.12% IRRI 154 Available 5kg Superseded by IR22X1018 QD82 QD82:11-6-157 Blast Pi9+fgr-1+Hd9(N22)IR21X1014 0% 99.12% N/A 5kg TRUE PhilRice; Medium, IRRI; AfricaRice, Cote d'Ivoire; CIAT, ColombiaPhilRice Medium, IRRI AfricaRice, Cote d'IvoireCIAT, Colombia
Disease Blast IR20X1005 Pi54-Tetep + Pi35 0% IRRI 154 Available 500g Superseded by IR22X1018 QD54 QD54:20-22 Blast Pi54-Tetep + Pi35IR20X1005 0% N/A 500g TRUE IRRI-Rainfed IRRI-Rainfed
Disease Blast IR22X1013 Pi35+Pi54(Ttp)-Pikh 0% IRRI 154 Available 500g Superseded by IR22X1018 QD86 QD86:6-332-10 Blast Pi35+Pi54(Ttp)-PikhIR22X1013 0% N/A 500g FALSE
Disease RYMV IR22X1021 rymv2+RYMV3 0% 98.70% IRRI 154 Available 5kg QD48xQD49 QD48xQD49:73-209 RYMV rymv2+RYMV3 IR22X1021 0% 98.70% N/A 5kg FALSE
Disease RYMV IR22X1026 rymv2+RYMV3 0% 99.13% NA IRRI 154 Available 5g Yes - working Resistance spectrum equivalent to RYMV3 single-gene line.Downstream recombinant for RYMV3=125kb QD48xQD49 QD48xQD49:73-156 RYMV rymv2+RYMV3 IR22X1026 0% 99.13% 0 5g TRUE Pathology, IRRI Kenya; Pathology, IRRI Tanzania; Pathology, IRRI Burundi; ; ; ; ; ; ; ; ; Pathology, IRRI KenyaPathology, IRRI TanzaniaPathology, IRRI Burundi

Genetic stocks for testing effectiveness of various genes (typically reverse-deployment products)
Disease BPH IR19X1002 BPH32[-] [-] 52% IRRI 154 Available IR107321 <500kb Leveraged QD3:4-151-R1014:4:20:20-172:8:276-48-21 BPH BPH32[-] IR19X1002 52% 0 TRUE IRRI-Rainfed; Medium, IRRI; PhilRice; AfricaRice, Cote d'Ivoire; CIAT, ColombiaIRRI-Rainfed Medium, IRRI PhilRice AfricaRice, Cote d'IvoireCIAT, Colombia
Disease BLB IR20X1009 Xa4[-], Xa5[-] [-] 0% IRRI 154 Available IRBLkh Leveraged QD17:1:51:3-62:1190:6-53-77 BLB Xa4[-], Xa5[-] IR20X1009 0% N/A TRUE IRRI-Rainfed; IRRI-Africa; AfricaRice, Cote d'Ivoire; AfricaRice, Madagascar; CIRAD, France; CIAT, ColombiaIRRI-Rainfed IRRI-Africa AfricaRice, Cote d'IvoireAfricaRice, MadagascarCIRAD, France CIAT, Colombia
Disease Blast Pita[-] [-] japonica IRRI 154 QD79 Fan Geng 6 <17kb Leveraged QD79:7:2:8:139:3-118-670-505-20-7
Disease Tungro IR23X1020 TSV1[-] [-] 97% IRRI 154 Also contains Wx(int). QD3 IR107321 Leveraged QD3:4-151-R1014:4:20:20-172:8:385:3-379-14-1-29
Abiotic stress Salinity - vegetative Saltol[-] japonica IRRI 154 QD22c Leveraged QD22c:23:51:84-129:93:5

Multi-trait Blast, quality IR22X1018 Pi9+Pi35+Pi54(Ttp)-Pikh+fgr-1+Hd9(N22)Pi9+Pi35+Pi54(Ttp)-Pikh+fgr-1+Hd9(N22)0% 97.44% NA IRRI 154 9kg Yes - working All tested isolates for leaf and neck blast, Philippines, India, Bangladesh.  Limited testing in Cote d'Ivoire and Colombia, also resistant.QD91 QD91:2-672 Blast, quality Pi9+Pi35+Pi54(Ttp)-Pikh+fgr-1+Hd9(N22)IR22X1018 0% 97.44% 0 9kg TRUE Pathology, IRRI; UPLB, Philippines; Pathology, IRRI Kenya; PhilRice; ; ; ; ; ; ; ; ; Pathology, IRRI UPLB, PhilippinesPathology, IRRI KenyaPhilRice
Disease BLB IR22X1020 xa25-2+xa41-Kh-Xa21-Xa23xa25-2+xa41-Kh-Xa21-Xa230% 97.83% NA IRRI 154 5kg Yes - working All tested isolates from Philippines.NOTE: sweet13+Pita now in coupled linkage.  Distance measured in BC-F1 population at 4.3cM.QD78 QD78:20-970:4-12:432-143 BLB xa25-2+xa41-Kh-Xa21-Xa23IR22X1020 0% 97.83% 0 5kg TRUE Pathology, IRRI; ; ; ; ; ; ; ; ; ; ; Pathology, IRRI
Disease Bacterial leaf blight IR20X1006 xa13 xa13 0% 99.08% 294000 IRRI 154 3.8kg Yes - working Good resistance to PXO99 Pyramided with xa5 in the IRRI 154 background.  Additional backcrossing into Rc222 is underway but I'm making this available now as a pre-release product due to demand.QD18 IRBB 60 <179kb (1.6cM) <115kb (0.12cM) None QD18:2:53:720-158:4:14-149-1 179000 115000 1.6 0.12 Bacterial leaf blightxa13 IR20X1006 0% 99.08% 294000 3.8kg TRUE IRRI-Irrigated; Pathology IRRI; SeedX, Israel; UPL, India; Corteva; SeedWorks, India; IRRI-Rainfed; Medium, IRRI; PhilRice; AfricaRice, Cote d'Ivoire; AfricaRice, Madagascar; CIRAD, France; CIAT, ColombiaIRRI-Irrigated Pathology IRRI SeedX, Israel UPL, India Corteva SeedWorks, IndiaIRRI-Rainfed Medium, IRRI PhilRice AfricaRice, Cote d'IvoireAfricaRice, MadagascarCIRAD, France CIAT, Colombia
Abiotic stress Drought tolerance IR22X1006 DTY2.2+DTY4.1 qDTY2.2+qDTY4.1 0% 94.27% IRRI 154 5kg Yes - working c. 2x grain yield under severe stress QD12 Sookha dhan 4  --  -- QD12:1:4:11:11:16-39-1-1:3-74-38-25 Drought toleranceDTY2.2 IR22X1006 0% 94.27% 0 5kg TRUE Medium, IRRI Medium, IRRI
Disease Rice Yellow Mottle VirusIR20X1008 rymv1 rymv1-2 0% 99.35% 311000 IRRI 154 9kg Yes - working Resistant to many isolates in Cote d'Ivoire, Kenya, Mozambique, Tanzania, Burundi QD32 Gigante <200kb (0.5cM) <111kb (0.2cM) None QD32:3:941:82:36 200000 111000 0.5 0.2 Rice Yellow Mottle Virusrymv1 IR20X1008 0% 99.35% 311000 9kg TRUE IRRI-Irrigated; Pathology IRRI; SeedX, Israel; UPL, India; Corteva; SeedWorks, India; IRRI-Rainfed; AfricaRice, Cote d'IvoireIRRI-Irrigated Pathology IRRI SeedX, Israel UPL, India Corteva SeedWorks, IndiaIRRI-Rainfed AfricaRice, Cote d'Ivoire
Disease Rice Yellow Mottle VirusIR23X1001 rymv1 rymv1-3 0% 100.00% 595000 IRRI 154 Resistant to nearly all tested isolates in Cote d'Ivoire, Kenya, Mozambique, Tanzania, Burundi QD43 TOG 5681 <200kb <395kb QD43:1:4:3:1:5:250:399-24-9 200000 395000 Rice Yellow Mottle Virusrymv1 IR23X1001 0% 100.00% 595000 TRUE Pathology, IRRI Kenya; Pathology, IRRI Tanzania; Pathology, IRRI Burundi; ; Pathology, IRRI KenyaPathology, IRRI TanzaniaPathology, IRRI Burundi
Disease Rice Yellow Mottle VirusIR23X1002 rymv1 rymv1-5 0% 99.78% 222000 IRRI 154 5g Yes - working Resistant to nearly all tested isolates in Cote d'Ivoire, Kenya, Mozambique, Tanzania, Burundi QD44 TOG 5674 <108kb <114kb QD44:20:6:2:3:244-26-62-22:12-679-20 108000 114000 Rice Yellow Mottle Virusrymv1 IR23X1002 0% 99.78% 222000 5g TRUE Pathology, IRRI Kenya; Pathology, IRRI Tanzania; Pathology, IRRI Burundi; AfricaRice, Cote d'Ivoire; ; Pathology, IRRI KenyaPathology, IRRI TanzaniaPathology, IRRI BurundiAfricaRice, Cote d'Ivoire
Disease Rice Yellow Mottle VirusIR22X1005 rymv2 rymv2 0% 99.32% 327000 IRRI 154 9kg Little effect Little effect has been seen.  Need to confirm introgression was successful.QD48 TOG 7291 <106kb <221kb QD48:6:2:3-45-620:14-233-37 106000 221000 Rice Yellow Mottle Virusrymv2 IR22X1005 0% 99.32% 327000 9kg TRUE Pathology, IRRI Kenya; Pathology, IRRI Tanzania; Pathology, IRRI Burundi; ; Pathology, IRRI KenyaPathology, IRRI TanzaniaPathology, IRRI Burundi
Disease Rice Yellow Mottle VirusIR22X1007 RYMV3 RYMV3 0% 99.35% 238000 IRRI 154 9kg Yes - working Resistant to many isolates in Cote d'Ivoire, Kenya, Mozambique, Tanzania, Burundi QD49 TOG 5307 <112kb <126kb QD49:16:3:3:2:370:26-378-48 112000 126000 Rice Yellow Mottle VirusRYMV3 IR22X1007 0% 99.35% 238000 9kg TRUE Pathology, IRRI Kenya; Pathology, IRRI Tanzania; Pathology, IRRI Burundi; ; Pathology, IRRI KenyaPathology, IRRI TanzaniaPathology, IRRI Burundi
Disease Brown planthopper IR22X1009 BPH9 BPH9-9 0% 98.80% 525000 IRRI 154 9kg Yes - working -1 SES unit QD45 IRRI147 <213kb <312kb QD45:13:3:96:459-669:80-21 213000 312000 Brown planthopperBPH9 IR22X1009 0% 98.80% 525000 9kg TRUE Medium, IRRI; PhilRice; AfricaRice, Cote d'Ivoire; CIAT, ColombiaMedium, IRRI PhilRice AfricaRice, Cote d'IvoireCIAT, Colombia
Abiotic stress Heat (vegetative+reproductive stage)IR23X1009 TT1 TT1-R99H, A163T 0% 99.57% 278000 IRRI 154 5kg QD49 TOG 5307 M1502 (100kb) M1512 (178kb) QD49:12:2:3:1-125:83-15:5-30 100000 178000 Heat (vegetative+reproductive stage)TT1 IR23X1009 0% 99.57% 278000 5kg FALSE ; ; ; ; ; ; ; ; ; ; ; ; 
Disease Tungro virus IR23X1006 TBV1 tbv1 1% 99.76% 251000 IRRI 154 QD88 PTB18 <108kb <143kb (0.15cM) QD88:8:171:38-4:104:4-204-14 108000 143000 0.15 Tungro virus TBV1 IR23X1006 1% 99.76% 251000 FALSE ; ; ; ; ; 
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The following represents a fingerprint of QTLs in genomic backgrounds used as QTL Deployment recipients.
In general, QTL Deployment products will represent pyramids of the deployed gene and genes already present in the recipient background.
For example, xa13 deployed into IRRI 154 is a pyramid with Xa4 and xa5, as well as Pita for blast resistance, the TKM6 allele of TSV1 for tungro virus resistance and STV11 for rice stripe virus resistance.

Trait category Trait QTL NSIC-Rc222 (IRRI 154)

Abiotic stress Anaerobic germinationAG1 [-]
Abiotic stress Anaerobic germinationAG3 [-]
Abiotic stress Salinity (seedling)Saltol [+]-Aus
Abiotic stress Salinity (seedling)qNa1L [-]
Abiotic stress Drount (reproductive)DTY1.1 [-]
Abiotic stress Drount (reproductive)DTY2.2 [-]
Abiotic stress Drount (reproductive)DTY3.1 [-]
Abiotic stress Drount (reproductive)DTY3.2 [+]-IR64
Abiotic stress Drount (reproductive)DTY4.1 [-]
Abiotic stress Drount (reproductive)DTY12.1 [-]
Abiotic stress Cold COLD1 [-]
Abiotic stress Cold LTG1 [+]
Abiotic stress Cold qSCT1 [+]
Abiotic stress Heat (reproductive)HTSF4.1 [+]
Abiotic stress Submergence (vegetative)Sub1 [-]
Disease resistanceBlast pi21 [-]
Disease resistanceBlast Pi35(t) [-]
Disease resistanceBlast Pi9 [-]
Disease resistanceBlast Pik-h [-]
Disease resistanceBlast Pik-m [-]
Disease resistanceBlast Pi54 [-]
Disease resistanceBlast Pi-ta [+]
Disease resistanceBlast Pi33 [-]
Disease resistanceBlast Bsr-d1 [-]
Disease resistanceBlast (panicle) Pb1 ?
Disease resistanceBacterial blight Xa4 [+]
Disease resistanceBacterial blight xa5 [+]
Disease resistanceBacterial blight Xa7 [-]
Disease resistanceBacterial blight xa13 [-]
Disease resistanceBacterial blight Xa21 [-]
Disease resistanceBacterial blight Xa23 [-]
Disease resistanceBacterial blight Xa26 [+]
Disease resistanceBacterial blight Sweet13 [-]
Disease resistanceBacterial blight Sweet14 [-]
Disease resistanceRice Yellow Mottle VirusRYMV1 [-]
Disease resistanceRice Yellow Mottle VirusRYMV2 [-]
Disease resistanceRice Yellow Mottle VirusRYMV3 [-]
Disease resistanceRice Stripe Virus STV11 [+]
Disease resistanceTungro Virus TSV1 [+]-TKM6
Disease resistanceTungro Virus TBV1 [-]
Disease resistanceBrown planthopperBPH3 [+]
Disease resistanceBrown planthopperBPH17 [-]
Disease resistanceBrown planthopperBPH9-9 [-]
Disease resistanceBrown planthopperGm4 [-]
Grain quality Chalk Chalk5 [+]-Type 5,6,7
Grain quality Chalk PGWC8-2 [-]
Grain quality Eating quality GT [-]-Hap2
Grain quality Eating quality frg-1 [-]
Grain quality Eating quality Waxy Wx(a)-Rc222
Grain quality Zn content (grain)NAS3 [-]
Grain quality Storage life LOX3 [-]
Grain quality Grain shape GS3 [+]-Large grain
Heading date Photoperiodicity Hd1 [+]-Rc222 Photoperiod-insensitive
Heading date Heading date Hd9 [+]-Intermediate maturity: IR64
Heading date Heading date DTH8 [+]
Heading date Heading date Ghd7-0 [-]-Hap2
Yield potential Architecture DEP1 [-]
Yield potential Architecture SCM2 [+]
Yield potential Yield potential NAL1 [-]
Yield potential Grain size GW5/SW5 [-]
Yield potential Grain size TGW6 [-]
Yield potential Grain number Gn1a [+]-Swarna
Yield potential Yield potential Ghd7-4 [-]-Hap2
Yield potential Yield potential WFP [-]
Yield potential Herbicide toleranceHis1 [+]
Hybrid rice Sterility factors tms5 [-]
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