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PROBLEM 
STATEMENT

● In current scenario medicines and treatment are same for a 

particular disease.

● Still a treatment or medicine cure 50% of the patients and rest 

suffer.

● High costs of medicines contribute to decreased access to 

healthcare.

● About 60-90 per cent of healthcare spending by poor people is 

on prescribed medicines which never benefited them.

● Sixty per cent (499-649 million) of the population in India does 

not have regular access to essential medicines.

● Even after a lot of expenditure, 60% of the patients fail to get the 

benefit for from the treatment or medicines (According to NCBI)







PROPOSED SOLUTION :



UNIQUE SELLING POINTS

Since, people will genetic disorders would be able to 

get personalized treatments, it would be a game 

changer in world of personalized digital healthcare.

1.

The large sets of genomic data could be used for 

future researches and refrences thereby providing vast 

real world datasets.

1.

Cancer is a leading cause of death worldwide, 

accounting for nearly 10 million deaths in 2020 (WHO). 

However, these can be prevented if it is diagnosed 

early. Our Cancer Risk Prediction Tool that uses DNA 

sequencing can play a vital role in this issue.

1.

Despite of some excellent existing softwares, the 

healthcare facilities are not avaialable at ground level 

for everyone. People like us could access 

personalized reports and predictions using 

SequenceMe easily, instead of spending thousands of 

money on appointments.

1.

Being one of its kind, SequenceMe would prove to be quite 

essential and helpful to hospitals worldwide and healthcare 

researchers in diagnosing patients through DNA and genomic 

sequencing.

1.



























SNP IDENTIFICATION
BLAST SOFTWARE, Clinvar Dataset, 

Matplotlib, pandas

CANCER RISK PREDICTION

Logistic Regression, Scikit learn Gaussian Naive Bayes 

Classifier Random Forest Matplotlib, Seaborn Pandas

DNA SEQUENCING
k-mer classification, Scikit learn, Multinomial Naive Bayes 

Classifier Countvectorizer (NLP) Matplotlib Pandas

1.

2.

3.

YOUR TECH STACK



https://www.youtube.com/wat
ch?v=ADPmyW-fR2g

SOLUTION DEMO AND EXPLANATION 
LINK



THANK YOU


