
LCE 1a2 mouse  
EMBL mRNA Translation: 1 

Nucleotide Sequence (450 nt):​
ATGTCCTGCCAGCAGAACCAGCAGCAGTGTCAGCCCCCTCCCAAGTGTCCTCCCAAGTGCCAGACCCCAA​
AATGCCCTCCAAAATGCCCCCCTAAGTGTCCTCCCAAGTGCCCCCCTGTGTCTTCCTGCTGTAGCCTGGG​
TTCTGGGGGTTGCTGTGGCTCCAGCTCTGGGGGCTGTTGCAGCTCTGGAGGCTGCTGCAGCTCTGGTGGC​
TGCTGCAGCTCTGGGGGTGGAGGCTGCTGCCTGAGCCACCACAGACCTCGCAGATCCCTCCGTCGCCATC​
GCCATAGCTCTGGATGTTGTAGCAGTGGTGGCAGCAGTGGATGCTGTGGCAGCAGTGGTGGCAGTGGTGG​
CTGCTGTGGAAGCAGTGGTGGCAGCAGTGGATGCTGTGGCAGCAGTGGTGGCAGCAGTGGCTGCTGTGGC​
AGTAGCCAGCAGTCTGGGGGCTGCTGCTGA 

Fasta results for proteins:  

https://blast.ncbi.nlm.nih.gov/Blast.cgi  

>EDL00687.1 small proline rich-like 2, partial [Mus musculus] 

GAQGSCTACHLAPEHSPAEMSCQQNQQQCQPPPKCPPKCQTPKCPPKCPPKCPPKCPPVSSCCSLGSGGCCGSSSGGC

CSSGGCCSSGGCCSSGGGGCCLSHHRPRRSLRRHRHSSGCCSSGGSSGCCGSSGGSGGCCGSSGGSSGCCGSSGGSSG

CCGSSQQSGGCC 

 

>NP_082901.1 late cornified envelope 1A2 [Mus musculus] 

MSCQQNQQQCQPPPKCPPKCQTPKCPPKCPPKCPPKCPPVSSCCSLGSGGCCGSSSGGCCSSGGCCSSGGCCSSGGG

GCCLSHHRPRRSLRRHRHSSGCCSSGGSSGCCGSSGGSGGCCGSSGGSSGCCGSSGGSSGCCGSSQQSGGCC 

 

>EDL00689.1 small proline rich-like 3, partial [Mus musculus] 

PFTHLPRYPKILCTWNLAPEHSPAEMSCQQNQQQCQPPPKCPPKCQTPKCPPKCPPKCPPKCPPVSSCCSLGSGGCCGS

SSGGCCSSGGCCSSGGGGCCLSHHRPRRSLRRHRHSSGCCSSGGSSGCCGSSGGSSGCCGSSGGSSGCCGSSGGSSGC

CGSSQQSGGCC 

 

>NP_080260.1 late cornified envelope 1A1 [Mus musculus] 

MSCQQNQQQCQPPPKCPPKCQTPKCPPKCPPKCPPKCPPVSSCCSLGSGGCCGSSSGGCCSSGGCCSSGGGGCCLSHH

RPRRSLRRHRHSSGCCSSGGSSGCCGSSGGSSGCCGSSGGSSGCCGSSGGSSGCCGSSQQSGGCC 

 

>XP_036047237.1 late cornified envelope protein 1C-like [Onychomys torridus] 

MSCQQNQQQCQPPPKCPPKCQTPKCPPKCPPKCPPKCPPVSSCCSLGSGGCCGSSSGGGCGSSSGGCCSSGGGGCCLS

HHRPRRSLRRHRHSSGCCSSGGSSGCCGSSGGSSGCCSSGGSSGCCGSSGGSSCGSSQQSGGCC 

https://blast.ncbi.nlm.nih.gov/Blast.cgi


All of the proteins placed in a multi sequence alignment: 

https://www.ebi.ac.uk/Tools/services/web/toolresult.ebi?jobId=clustalo-I20220223-172034-0384-40568

820-p2m&showColors=true&tool=clustalo  

 

 

Each of these proteins hold very similar sequences with highly conservative cysteins which is essential in 

maintaining a structure. 

 

 

 

 

 

 

https://www.ebi.ac.uk/Tools/services/web/toolresult.ebi?jobId=clustalo-I20220223-172034-0384-40568820-p2m&showColors=true&tool=clustalo
https://www.ebi.ac.uk/Tools/services/web/toolresult.ebi?jobId=clustalo-I20220223-172034-0384-40568820-p2m&showColors=true&tool=clustalo


Results specifically for:  

>NP_082901.1 late cornified envelope 1A2 [Mus musculus] 
MSCQQNQQQCQPPPKCPPKCQTPKCPPKCPPKCPPKCPPVSSCCSLGSGGCCGSSSGGCCSSGGCCSSGGCCSSGGG
GCCLSHHRPRRSLRRHRHSSGCCSSGGSSGCCGSSGGSGGCCGSSGGSSGCCGSSGGSSGCCGSSQQSGGCC 
 
Molecular weight: 14042.71 
Number of amino acids: 149 
Theoretical pI: 8.70 
Extinction coefficients: 
Ext. coefficient     2000 
Abs 0.1% (=1 g/l)   0.142, assuming all pairs of Cys residues form cystines 
 
Ext. coefficient        0 
Abs 0.1% (=1 g/l)   0.000, assuming all Cys residues are reduced 
 

Number of cysteines: 32 (21.5%)  
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