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Translation Map results

Rezults for B02 residuse sedquence "Untitled" =tarting "NNNNMNNNNN"
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121 RACCAGCGGSTCACCRACGGETGCGGETGAGECGCETGCGACGECTCCTTCTACCGTTTCTCCA
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2 GCTCCGECEACCALCGACCCGCETTACCTCCAGGCGTGCEGTEETCAARRACTEAACCET
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301 TTTCGTGACATCCAGTGTCGTCGCCRAGRACTGCTGTACGCEGCGEACCTGRACSCGARCTAT
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3el ATCCRGGTCEGTRARCACCCETACCATCECGTECCAGTATCCECTGCRARATCTCRACTEGRAG
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Translated YopH DNA sequence sample to find 1232



NNNNNNNNNNNNNNNNCTTNNNGNNGAGATATACATATGCACCATCATCATCATCATTCTTCTGGTGTAGATCTGG
GTACCGAGAACCTGTACTTCCAATCCATGCGTGAACGTCCTCACACCAGCGGTCACCACGGTGCGGGTGAGGCGCGT
GCGACGGCTCCTTCTACCGTTTCTCCATACGGTCCGGAAGCCCGTGCGGAACTGAGCTCTCGTCTGACCACCCTGCG
TAATACCCTGGCTCCGGCGACCAACGACCCGCGTTACCTCCAGGCGTGCGGTGGTGAAAAACTGAACCGTTTTCGTG
ACATCCAGTGTCGTCGCCAGACTGCTGTACGCGCGGACCTGAACGCGAACTATATCCAGGTCGGTAACACCCGTACC
ATCGCGTGCCAGTATCCGCTGCAATCTCAACTGGAGTCTCACTTCCGTATGCTGGCCGAAAACCGCACCCCGGTGCTC
GCGGTTCTGGCGTCCTCCTCTGAAATCGCTAACCAGCGCTTTGGTATGCCGGACTACTTTCGTCAATCTGGTACCTACG
GCTCTATCACCGTTGAATCTAAGATGACCCAGCAAGTTGGCCTGGGTGACGGTATCATGGCGGACATGTACACGCTG
ACCATCCGTGAAGCCGGTCAGAAAACCATCAGCGTCCCAGTGGTCCACGTTGGTAACTGGCCGGATCAGACCGCAG
TTAGCAGCGAGGNTTACGAAAGCCCTCGCGTCTCTGGTTGACCAAACGGCGGANACTAAACGTAACATGTATGAAA
GCAAAGGNNNNNNNGCGGNNGNNGACNANTCN

Putting into NeBase changer (84th is CAT)
CTGCGTAATACCCTGGCTCCGGCGACCAACGACCCGCGTTACCTCCAGGCGTGCGGTGGTGAAAAACTGAACCGTTT

TCGTGACATCCAGTGTCGTCGCCAGACTGCTGTACGCGCGGACCTGAACGCGAACTATATCCAGGTCGGTAACACCC
GTACCATCGCGTGCCAGTATCCGCTGCAATCTCAACTGGAGTCTCACTTCCGTATGCTGGCCGAAAACCGCAC

Click and drag to set mutagenesis region

okie 227 bp
»okie 227 bp
CTGCGTARTACCCTEECTCCGECEACCARCEACCCECETTACCTCCAGET | Substitution ‘ Insertion | Deletion ‘
GIECEETEETCARRRACTGRACCCTITTCGTGRACATCCAGTGTCGTCGCC
Y TERRCGECIGRRCT CCRGETCEETRRC
ACCCGTROCATCOCGIGCCAGTATCCGCTGCARTCTCRACTGERAGTCTCA )
CTTCCGTATGCTGECCGRALACCECAC Find:
Start and end positions included in substitution.
Start (5") |84 End {37) 86
Desired Sequence
ALAC
Common Peptide Tags v

VvV vV K N * T F v K P § WV ¥V
GIGGTGRRALACTGRACCGTITTCGTIGAaacCCAGTGTCETC

CRCCRCTTTTIGRCTIIGGCARALGCACTTITGGGTCACAGCRG

Required Primers

Name (F/R) Oligo (Uppercase = target-specific pimer) Len % GC Tm Ta™*
Q5SDM_6/7/2018_F GTTTTCGTGRaacCCAGTGTCEIC 24 50 61°C

59°C
Q55DM_6/7/2018_R GGTTCAGTTTTTCACCAC 18 44 58°C

* Ta (recommended annealing temperature)

Changed base from isoleucine to asparagine to find primers needed
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Q55DM_FYopH_mm

Product 25 nmole DNA Oligo Expected Ship &6/7/2018
Date
Purification Standard Desalting. Guaranteed J0Ds =
Yield 13.4 nmal =
98.3 pgrams
Length 24

Sequence GTTTTC GTG AAA CCC AGT GTC GTC

Q55DM _RYopH_mm

Product 25 nmole DNA Oligo Expected Ship &/7/2018
Date
Purification Standard Desalting Guaranteed 30Ds =
Yield 18.3 nmal =
Q9.5 pgrams
Length 13

Sequence GGTTCAGTTTTT CAC CAC

Ordering primers



