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2026.01.19 - Community meeting
Community agenda (every odd month - this month)

Technical issues/Issue tracker (every even month, not this time)

AOB/Suggested topics for next meeting

This document -

https://docs.google.com/document/d/1kd5F970gdiPNhLTnkei-RVR8TC80hpc5QSPX3KsfDr
k/edit#

This is a rolling minute for the Bioschemas Community meeting. Expected participants are
everyone involved in any Bioschemas activities worldwide, which include the Bioschemas

leadership team, Bioschemas - ELIXIR Strategic Implementation Study members,
Bioschemas collaborators (schema.org, OpenAIRE, Biothings-METADATAPLUS, etc.).


https://us02web.zoom.us/j/84701740969?pwd=BEMswQXAoiEShf8RJNLPivvHfPy87s.1
https://docs.google.com/document/d/1kd5F97ogdiPNhLTnkei-RVR8TC8Ohpc5QSPX3KsfDrk/edit#
https://docs.google.com/document/d/1kd5F97ogdiPNhLTnkei-RVR8TC8Ohpc5QSPX3KsfDrk/edit#
https://bioschemas.org/community/
https://elixir-europe.org/activities/exploiting-bioschemas-markup-support-elixir-communities

Call-in instructions

Current ZOOM for 2026 (from March 2026)
https://us02web.zoom.us/j/847017409697?pwd=BEMswQXAo0iEShf8RJNLPivvHfPy87s.1

ELIXIR Zoom:
Feb-2026)

From March.2026 https:

Bioschemas resources

R
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Useful information - training resource, tooling, ELIXIR Strategic Implementation
Study use cases

Planning for Bioschemas at conferences/events - index file

Bioschemas Dataset cross-walk (v0.2)

Crosswalks among commonly used metadata schemes - publication includes
Bioschemas (Zenodo)

Recordings folder
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Communication Channels
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Slack - invite link for bioschemas.slack.com
Mailing list

Bioschemas Github

Bioschemas Google Drive
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Archive of previous meetings

Archive from 2020.06 to 2022.11

Archive for 2023

Archive for 2024

Archive for 2025

This year 2026


https://us02web.zoom.us/j/84701740969?pwd=BEMswQXAoiEShf8RJNLPivvHfPy87s.1
https://elixir-europe-org.zoom.us/j/83477517512?pwd=Ll5wZ41D4Iib4TKGnl30zoLt1zsI7r.1
https://us02web.zoom.us/j/84701740969?pwd=BEMswQXAoiEShf8RJNLPivvHfPy87s.1
https://docs.google.com/document/d/1-GoZSwWBeDnYDHSqn3_GSqW5c8MAySi-ViT8_GQG2Uw/edit#heading=h.5u524t29c25z
https://docs.google.com/document/d/1bSwqpmYDgxjoDyUhiVTWcAJ0vqt1BQmGhXyGZ2W5_Jg/edit#
https://docs.google.com/spreadsheets/d/1XzrZxFIuG3TS9RU8vACoUjAvaADLmI_FrIk7O3BEkxY/edit#gid=0
https://zenodo.org/record/4420116#.YAWKSOCnxTZ
https://drive.google.com/drive/folders/1r1vBtiCqKpyUxrVCvpEc6lJa7IZn0nn4
https://join.slack.com/t/bioschemas/shared_invite/zt-58y30ewj-Ix2_s6nNLXrhHl51TtDXig
mailto:public-bioschemas-request@w3.org
https://github.com/BioSchemas/specifications/issues
https://drive.google.com/drive/folders/1_cWQGBVyab-aR2C6nZFCiIK_AxTXX1yV?usp=sharing
https://docs.google.com/document/d/1KherTd6Clwt4b73n5fHqaOt1pH_AtGuZ6ztt3GSW20w/
https://docs.google.com/document/d/1rnKxnFeAlxfLfQmxrDbp2vRqIvQ0ZIzt59DMm3zLsd8
https://docs.google.com/document/d/1hYh6q_H_Zvl1LGtihKxgLrinpDEHP6nRYUHHFhwzFgQ
https://docs.google.com/document/d/12XJAomipE7ejbobYAAYl3vVVcg0a7yP4eGZ54adesAs

Meeting Notes Template

2026.mm.dd Next Meeting template - do not modify

(Empty template for next meeting)

Chair Minuting:

Attendees

Apologies

Community agenda (every odd month)

Newcomers
Presentation/Demo
> [Who][What]
> [Who][What]
> [Who][What]
> [Who][What]
> [Who][What]
Round-table update/issue of discussion
Please indicate here (resource: person name) if you want to add an update
>
Recent Changes/News (for information, not be read):
>
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Technical issues/Issue tracker (every even month)

« Newcomers
« Actions from previous call (please fill updated in before the meeting)
+ New issues and prioritisation

Next meetings planning
« Candidates for future presentations

AOB/Suggested topics for next meeting

0.0

Next meeting




Meetings 2026

2026.10.19 Technical call - Agenda in preparation

Zoom link for today (automatic recording so we can later share the presentation)

Chair Alban Gaignard & Nick Juty Minuting: all

Attendees Phil Reed,, ginger

Apologies

Community agenda (not this month October.2026, agenda ready)

O/

+ Newcomers

>
+ Today’s presentation: TBC

> [Name] Question

> [Name] Question

> [Name] Question
+ Next presentations

> 16.November.2026 - TBD

> (maybe Nov.2026) DCAT application profiles? Chemical community -

Steffen? Used with RO-Crates. ELI? Similarities to Bioschemas profiles.
Investigate. Data Plant (Sebastian Baier)
m https://nfdi-de.qgithub.io/chem-dcat-ap/latest/
m  ChemDCAT-AP: Enabling Semantic Interoperability with a
Contextual Extension of DCAT-AP
10.48550/arXiv.2602.01822

> (maybe January.2027) Alban - tools metadata harvesting - research
software ecosystem
(maybe March.2027) Inviting someone from BioCroissant or Croissant
(maybe May.2027) Training materials profile in Bioschemas (from
DiscoRSE and TeSS and LearningPath)
(maybe July.2027) LinkML
(maybe Sep.2027, we usually skip Aug) ConnOSS metadata extraction for
software and training materials from GitHub/GitLab/CodeBerg/Bitbucket

vV

A

vy

Other options
m Microbiota: tentative,pending confirmation from Maja
m RO-crates and models representation - Eli Chadwick
m DALIA metadata schema or new
+ Round-table update/issue of discussion
Please indicate here (resource: person name) if you want to add an update
> New topics for this meeting
|
> Topics from previous meetings (move up if you intend to present them in



https://us02web.zoom.us/j/84701740969?pwd=BEMswQXAoiEShf8RJNLPivvHfPy87s.1
https://nfdi-de.github.io/chem-dcat-ap/latest/
https://doi.org/10.48550/arXiv.2602.01822

this meeting)
m New types/profiles or guidance
e (Sara, Nick) Biosamples type and profile
€ Current topic: community consultation for release
e (Lukas Weil) LabProtocols and LabProcess
€ (LJ) Current topic: community consultation for
release
e (Phil, LJ) mTeSS-X metadata model for training and
DiscoRSE, also LearningPaths
e (requested by the FAIRAgro) Provenance
€@ Al generated, how to represent Al-generated
metadata (no progress - Gabriel) (of interest to Tess
(Phil) as well
€ Suggestion: look at ARC profile by DataPlant
e (Phil) LearningPath
€ Current topic: creation of type and profile
« Briefings from other communities
> Biocroissant
> Croissant
> AIRBDS
+ Recent Changes/News (for information, not be read)
>
>

Technical issues/Issue tracker (every even month, next one in
November, agenda ready)

% We should have steering committee meeting - ask in slack (Nick)
« Newcomers
> none
+ Round table
> [Open and progressing - LJ] Draft proposal to update TrainingMaterial
coming in May
m PR for draft profile TrainingMaterial includes new properties so we
also need a new type
m Profile v1.2 - Phil to revise with Leyla based on work with EOSC
Training & Competencies Working Group and OSCARS mTeSS-X

e fTopie: adoption of bioschemas -> schema.org - is it still
happening - pending area - has anything been incorporated
-> https://schema.org/docs/pending.home.html

® https://pending.schema.org/docs/releases.html

m  There will also be revised Courselnstance from the mTeSS-X/ESOC
work after the TrainingMaterial above.

> [Open and progressing - Alban - Nick] work in progress -> Biosample profile
(in line with ENA checklist 53) as a SSSOM mapping —
https://docs.google.com/spreadsheets/d/1uMrip-OX9109R bOpUXvMGLwWP



mailto:ljgarcia@zbmed.de
https://doi.org/10.5281/zenodo.21458540
https://aibio.ac.uk/about/working-groups/airbds/
https://github.com/BioSchemas/specifications/pull/721
https://doi.org/10.5281/zenodo.23270021
https://doi.org/10.5281/zenodo.23270021
https://doi.org/10.5281/zenodo.21458540
http://schema.org
https://schema.org/docs/pending.home.html
https://pending.schema.org/docs/releases.html
https://docs.google.com/spreadsheets/d/1uMrjp-OX9Io9R_bOpUXvMGLwPYcUBmcUmop0fQl2HMs/edit?usp=sharing

YcUBmcUmopOfQI2HM it?usp=sharin
FAIR-checker metadata completeness score
Alban distributed BioSample with people in France to get feedback
BioSample https://forms.gle/z4B9mzkss7 1tDjJM7
Sample https:/forms.gle/ULYJUBWYKAtYdBIHA
Move as it is to next meeting
e Sample profile mostly done
e Biosample - Nick on that tomorrow (1pm with Alban UK
time)
e Alban looking at a bug on ‘profile’ as name of profile not
displayed...
e Look again at the documentation supporting DDE use -
it is missing details (we once had)
e (Added later by Phil): see related new issue
https://github.com/BioSchemas/specifications/issues/73
2 which shows the wrong HTML head title for profiles,
types and properties
> [Open and delayed but can be progressed as part of BioSample work-
Nick/Alban?] REVISE the governance “update/creation” of profiles section
m Still in progress, not enough time at the moment -> will be
addressed in the context of the Biosample profile
m  Move as it is to next meeting
m Todo...see above
m Note - people don’t seem to be following ‘release’ process for
new profiles etc...again governance needs to be clear
> [Pending - Alban, LJ] Mapping Bioschemas with CodeMeta
m No update - strategy meeting topic
> [??? ] Workflows -> Let’s ask Nick next time
m [?77] Missing examples using Bioschemas properties over
schema.org in URIs — it requires manual addition after having the
DDE file
e https://qgithub.com/BioSchemas/specifications/blob/master/C
omputationalWorkflow/examples/1.0_examples/examplel.js
onld
m Idea: Markup generator in DDE — plus something that avoid
manual copy/paste
m Topic for hackathon, maybe something outside DDE making it
easier for users to add them — discussion for the
> [Open and progressing - Phil] LearningPath
m  Next meeting this week, nothing to report at this time
m 1 profile; LPs can have sub LPs -> rdf
e Egon used it with Dutch - link to version of LP profile
> [Open and delayed - LJ] Batch modifications about includedinDataset
m Still work in progress, not enough time by now
m hasPart for CreativeWork branch: Tutorial — we need a volunteer
m  Add includedinDataset to BioChemEntity
e Justa type -
> [Open and progressing] DefinedTerm / DefinedTermSet #618

m  With community by now



https://docs.google.com/spreadsheets/d/1uMrjp-OX9Io9R_bOpUXvMGLwPYcUBmcUmop0fQl2HMs/edit?usp=sharing
https://forms.gle/z4B9mzkss71tDjJM7
https://forms.gle/ULYJUBWykAtYdB9HA
https://github.com/BioSchemas/specifications/issues/732
https://github.com/BioSchemas/specifications/issues/732
https://github.com/BioSchemas/governance/blob/master/governance.md
http://schema.org
https://github.com/BioSchemas/specifications/blob/master/ComputationalWorkflow/examples/1.0_examples/example1.jsonld
https://github.com/BioSchemas/specifications/blob/master/ComputationalWorkflow/examples/1.0_examples/example1.jsonld
https://github.com/BioSchemas/specifications/blob/master/ComputationalWorkflow/examples/1.0_examples/example1.jsonld
https://github.com/BioSchemas/specifications/discussions/618

> [Pending, discussion in schema.org] DefinedTerm / DefinedTermSet #618
Best practices to refer to external ontologies, also discussed at schema.org
#3250. Anything else that we want to do as a community?

> [New] Update DDE tutorials to reflect changes and include a way to add
multiple inheritance

< Prioritisation
>

Events
« [Fill in here any coming or planned event]
% SIB event early next year - 1 day - Phil/Alban/Leyla/Nick around bioschemas, KG,
Al / agents -> Alban volunteer and ask what Ivl of support, and if they need more
than 1 person
+ BH projects and gbh
> Gbh-no Leyla
> Elixir - didn’t see any mention

AOB/Suggested topics for next meeting

% Web analytics from Bioschemas website for 2 years now, can|feview dashboard
« Contribution offer from BboyGT

7
A SO

Next meeting 2026.12.21
- Suggest Phil runs this and sees who turns up
- Or move to 14th (Phil would be late)



https://github.com/BioSchemas/specifications/discussions/618
http://schema.org
https://github.com/schemaorg/schemaorg/issues/3250
http://schema.org
https://datastudio.google.com/reporting/0f0076eb-4a88-4d2e-8d20-352b13d8a1be
https://github.com/BioSchemas/specifications/issues/686#issuecomment-4814967659

2026.09.21 Community call

Zoom link for today (automatic recording so we can later share the presentation)

Chair Phil Minuting: all

Attendees Phil, Steffen, Ginger, Alban, John Kunze, Sierra Moxon, Claire Rioualen,
Leyla

Apologies Nick

Community agenda (this month September.2026)

< Newcomers

>

Claire Rioualen (EDAM ontology on ELIXIR Tools Platform), Sierra Moxon
(LBNL, GO, NMDC, NCATS, Biolink)

% Today’s presentation: Nielk&-Alban Biodiversity (kickoff, sample/biosample)

>

YYVYY

A\ A\
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BioDiv-FAIR-Checker, extending FAIR-Checker to meet biodiversity needs
in terms of FAIRness and metadata profile — SLIDES
https://albangaignard.github.io/assets/pdf/2026-09-bioschemas-biodiv-fair-
metrics.pdf
BFSP community: biodiversity, food security and pathogens community.
zenodo.org/records/1513324 | think
Well curated resources eg BOLD
If we do a FAIR assessment of some of these resources, get a low score.
BioSamples gives a medium score (using well-formed RDF and JSON-LD
markup for machine readable metadata)
EBI Biosamples worked better than LifeWatch ERIC and ERGA.
Want to extend FAIR CHecker with a plugin to deal with community needs.
1 year project from ELIXIR with SIB colleagues, link to ERGA, iBOL,
LifeWatch, eLTER, DiSSCo and GGBN. ELIXIR-UK too for Bioschemas.
Objectives to identify practices, tooling, make profile available.
Community profile formalised in SHACL. Rephrase recommendations to
meet community needs in biodiversity.
FAIR-Checker given a URL/DOI of web page. Does HTML render of page,
extract/parse JSON-LD/RDFa/microdata. Try to serve semantic metadata in
RDF. Future: retrieve this structured metadata from other places.
Produce a FAIR assessment report.
FAIR Assessment results: get more detail on each metric, score from 0
(weak) to 2 (strong). Recommendations if weak score. Very generic
recommendation, would like to tailor to communities with plug-in
mechanism.
FAIR-Checker (FC) evaluates using generic ontologies:

m DCAT, DC-Terms, Schema.org for findability,

m  ODRL for access rights,

m DOAP, DBO, CC for licenses, and

m  PROV-O, PAV for the provenance.
We have more terms for provenance than accessibility.
FC profile for assessing metadata completeness. Compute a compliance



https://us02web.zoom.us/j/84701740969?pwd=BEMswQXAoiEShf8RJNLPivvHfPy87s.1
https://albangaignard.github.io/assets/pdf/2026-09-bioschemas-biodiv-fair-metrics.pdf
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http://zenodo.org/1513324
https://portal.boldsystems.org/
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score. Can rank missing metadata. (Required, Recommended, Optional).
So can focus on the most important (minimal) fields first.

ENA checklists as first community profile.

Checklist 53 targets the biodiversity fields. Very similar to Bioschemas.
Fieldname is just a name, no semantics/mapping to ontologies.

Profile has 10 mandatory fields, 3 recommended, 29 optional. They use
schema .org schema:additionalProperty to represent key-value
pairs.

Profiles translated to sets, Profile is a collection of target classes to which a
profile applies. Then sets of mandatory and recommended properties. Write
a target for SHACL shapes. SHACL code plus loops (for all min_prop)
templates. Generate one shape per profile. sh:path

At the end, have example SHACL sub-shapes, wrote a specific SHACL
template to support additional properties.

Can complete metadata completeness score by weighting all the fields. 3
for required, 2 for recommended, 1 for optional. Then normalise.

Live demo from
https://www.ebi.ac.uk/biosamples/samples?text=erc000053
https://www.ebi.ac.uk/biosamples/samples/SAMEA 119944482 use the
ENAS53 tab in FAIR-Checker.

Move to more semantic checklist as a Bioschemas profile.

How to move from list of tags to ontology terms?

For semantic alignment: Profile an LLM with key-value checklist pairs,
Biosample type, words about what is an SSSOM mapping and confidence
scores. Focus on low-confidence scores. Obtained mapping between
names on ENA53 checklist and what is within Bioschemas Biosample type,
with scores for close/exact match. Also ask to not map a term if there is no
mapping. Work in progress, hope for first version of profile soon.
Conclusion:

m A very short project (1 year funding) and already have multiple
achievements (community needs, prototype, draft profile)

m Next steps

e Plugin with yaml description for FAIR-Checker for specific
community (with validation)
e Biosample profile in Bioschemas
e Roadmap for other community-based plug-in development
Questions

m  [Who]: [What]

m Steffen: with signposting, had Bioschema dumps of a site, with
signposting in a record header. If pointing to the metadata, would it
be at the entire dump, or a JSON-LD file for that page?

e Don’t know right now. Signposting was designed for
catalogues, so should be a small piece of data.

m Sierra (Berkeley Lab): Slides requested link. Where is the
development for the Biosample happening? ->
https://albangaignard.github.io/assets/pdf/2026-09-bioschemas-biod
iv-fair-metrics.pdf

e Happens on the Bioschemas website. Specifications >
Profiles, DRAFT tab. Group for each.
m John: For missing values, what does the FAIR-Checker do? Any



https://www.ebi.ac.uk/biosamples/samples?text=erc000053
https://www.ebi.ac.uk/biosamples/samples/SAMEA119944482
https://albangaignard.github.io/assets/pdf/2026-09-bioschemas-biodiv-fair-metrics.pdf
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strategy?

e For the generic tool, not checking the object of the triples,
just the existence of RDF predicates. When working on
additional properties, can match some values to the
key-values pairs. Need to think about this into the plug-in
definition for the profile. Need a list of terms for missing
values.

e Suggestion: https://www.dublincore.org/groups/kernel/spec/
has 11 controlled terms for missing values

« Next presentations
> 16.November.2026 - TBD
> (maybe Nov.2026) DCAT application profiles? Chemical community -
Steffen? Used with RO-Crates. ELI? Similarities to Bioschemas profiles.
Investigate. Data Plant (Sebastian Baier)
m https://nfdi-de.qithub.io/chem-dcat-ap/latest/
m  ChemDCAT-AP: Enabling Semantic Interoperability with a
Contextual Extension of DCAT-AP
10.48550/arXiv.2602.01822
> (maybe January.2027) Alban - tools metadata harvesting - research
software ecosystem
(maybe March.2027) Inviting someone from BioCroissant or Croissant
(maybe May.2027) Training materials profile in Bioschemas (from
DiscoRSE and TeSS and LearningPath)
(maybe July.2027) LinkML
(maybe Sep.2027, we usually skip Aug) ConnOSS metadata extraction for
software and training materials from GitHub/GitLab/CodeBerg/Bitbucket

YV

A\

Nov

Microbiota: tentative,pending confirmation from Maja
RO-crates and models representation - Eli Chadwick
DALIA metadata schema or new

YYYVYVYVYVYY

« Round-table update/issue of discussion
Please indicate here (resource: person name) if you want to add an update
> New topics for this meeting
m (Phil) mTeSS-X metadata model for training
e TrainingMaterial
€ We first need to process DiscoRSE PR with draft
profile
€ Then mTeSS created a new draft on top
e For Course and Courselnstance, start new draft process
e (2026-09-21) Pending availability from Alban to review the
sandbox changes
> Topics from previous meetings (move up if you intend to present them in
this meeting)
m New types/profiles or guidance
e (Sara, Nick) Biosamples type and profile
€ Current topic: community consultation for release



https://www.dublincore.org/groups/kernel/spec/
https://nfdi-de.github.io/chem-dcat-ap/latest/
https://doi.org/10.48550/arXiv.2602.01822
https://doi.org/10.5281/zenodo.21458540

e (Lukas Weil) LabProtocols and LabProcess
€ (LJ) Current topic: community consultation for
release
e (requested by the FAIRAgro) Provenance
€ Al generated, how to represent Al-generated
metadata (no progress - Gabriel) (of interest to Tess
(Phil) as well
€ Suggestion: look at ARC profile by DataPlant
e (Phil) LearningPath
€ Current topic: creation of type and profile
< Briefings from other communities
> Biocroissant
> Croissant
> AIRBDS
« Recent Changes/News (for information, not be read)
> Reminder of BioHackathon projects coming up, some involving
Bioschemas? (ELIXIR Europe Nov and Germany Dec)
m https://biohackathon-europe.org/projects/

e Maybe knowledge graph on antibiotic resistance
e Phil Ieadlng project on training Al chat W|th Expasy KG

e Terminology service for TeSS training
& Organisational Information needed by de.NBI

Technical issues/Issue tracker (every even month, next one in
November, agenda ready)

% Newcomers
>
+ Round table
> [Open and progressing - LJ] Draft proposal to update TrainingMaterial
coming in May
m PR for draft profile TrainingMaterial includes new properties so we
also need a new type
m Any other properties from mTeSS or EOSC go to a new draft profile
> [Open and progressing - Alban - Nick] work in progress -> Biosample profile
(in line with ENA checklist 53) as a SSSOM mapping —
https://docs.google.com/spreadsheets/d/1uMrip-OX9I09R bOpUXvMGLwWP
YcUBmcUmopOfQI2HMs/edit?usp=sharing
m FAIR-checker metadata completeness score
m Alban distributed BioSample with people in France to get feedback
|
|

BioSample https://forms.gle/z4B9mzkss71tDjJM7
Sample https://forms.ale/ULYJUBWYKAtYdBOHA
m Move as it is to next meeting
> [Open and delayed but can be progressed as part of BioSample work-
Nick/Alban?] REVISE the governance “update/creation” of profiles section
m Still in progress, not enough time at the moment -> will be
addressed in the context of the Biosample profile



https://docs.google.com/document/d/1eKaiAGBqUznLqhJVjAFgLbK1Du-7Kd1Jc5CFUkVt65w/edit?tab=t.0#heading=h.fbtj9zynszfm
https://aibio.ac.uk/about/working-groups/airbds/
https://biohackathon-europe.org/projects/
https://www.denbi.de/de-nbi-events/2051-5th-biohackathon-germany
https://www.denbi.de/de-nbi-events/2051-5th-biohackathon-germany
https://github.com/BioSchemas/specifications/pull/721
https://docs.google.com/spreadsheets/d/1uMrjp-OX9Io9R_bOpUXvMGLwPYcUBmcUmop0fQl2HMs/edit?usp=sharing
https://docs.google.com/spreadsheets/d/1uMrjp-OX9Io9R_bOpUXvMGLwPYcUBmcUmop0fQl2HMs/edit?usp=sharing
https://forms.gle/z4B9mzkss71tDjJM7
https://forms.gle/ULYJUBWykAtYdB9HA
https://github.com/BioSchemas/governance/blob/master/governance.md

m Move as it is to next meeting
[Pending - Alban, LJ] Mapping Bioschemas with CodeMeta
|
[??? ] Workflows -> Let’s ask Nick next time
m [?7?7?] Missing examples using Bioschemas properties over
schema.org in URIs — it requires manual addition after having the
DDE file
m Idea: Markup generator in DDE — plus something that avoid
manual copy/paste
m Topic for hackathon, maybe something outside DDE making it
easier for users to add them — discussion for the
[Open and progressing - Phil] LearningPath
m Next meeting this week, nothing to report at this time
[Open and delayed - LJ] Batch modifications about includedinDataset
m Still work in progress, not enough time by now
m hasPart for CreativeWork branch: Tutorial — we need a volunteer
m Add includedinDataset to BioChemEntity
[Open and progressing] DefinedTerm / DefinedTermSet #618
= With community by now
[Pending, discussion in schema.org] DefinedTerm / DefinedTermSet #618
Best practices to refer to external ontologies, also discussed at schema.org
#3250. Anything else that we want to do as a community?
[New] Update DDE tutorials to reflect changes and include a way to add
multiple inheritance

< Prioritisation

Events

« [Fill in here any coming or planned event]
Prosze o wypetnienie

Next meetings planning
% Candidates for future presentations

AOB/Suggested topics for next meeting

« Web analytics from Bioschemas website for 2 years now, can review dashboard
% Contribution offer from BboyGT

o
« ..

Next meeting 2026.09.21



http://schema.org
https://github.com/BioSchemas/specifications/discussions/618
https://github.com/BioSchemas/specifications/discussions/618
http://schema.org
https://github.com/schemaorg/schemaorg/issues/3250
https://datastudio.google.com/reporting/0f0076eb-4a88-4d2e-8d20-352b13d8a1be
https://github.com/BioSchemas/specifications/issues/686#issuecomment-4814967659

2026.08.17 - technical call
Zoom link for today (automatic recording so we can later share the presentation)

Chair Leyla Minuting: all

Attendees Ginger, Marco Brandizi, John Kunze

Apologies Nick

Technical issues/Issue tracker (every even month, this month)

% Newcomers
>
+ Round table
> [Open and progressing - LJ] Draft proposal to update TrainingMaterial
coming in May
m PR for draft type CreativeWork
e Please also support actually pushing this to where it belongs
in schema.org
e Comments
€ [Ginger] Having an extension of CreativeWork would
require that all in Bioschemas also need to use this
type — [LJ] but this is doable
> (LJ) Alternative 1 having a new child type
ResearchArtifact and using multiple
inheritance
m (Marco) Not clear if needed, it is
basically at CreativeWork level
m  One vote for this one
> (Ginger) Alternative 2 asking Schema.org to
add these properties and wait for them to
make a decision
m (Marco) Issue with time waiting for
Schema.org is similar than waiting for
Bioschemas
m 2 votes for this one
€ New generic types in Bioschemas, e.g.,

CreativeWork so we can include generic properties
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such as intendedUse (for datasets, software,
workflows, etc.)
> Done: Check how it would work with
schem.org validators — not an issue (and
now there is multiple inheritance in

schema.org)
€ Conclusion: we propose changes to schema.org
when we have enough evidence of its need (i.e.,
when we have multiple sites using the “same”
property coming from the Bioschemas profile)
€ (Leyla) For training materials in Bioschemas —
update PR based on decision for
CreativeWork/ResearchArtifact
m PR for draft profile TrainingMaterial
e [Phil] Some suggestions could come later based on EOSC
project (minimum metadata for training materials) and TeSS
TeSSHuUb4EOSC minimum metadata model
e This is why it will remain as draft rather than going to
community consultation to move it as draft
e When EOSC properties come, it would be a new draft and
then we for release
m There is also a need to support roles in a flexible way
e Not needed by TeSS right now, existing roles (e.g., creator,
editor) seem to cover it all - we could go back to it if
needed for software, LJ could prepare a quick presentation
for community meeting in September or technical in October
(most likely)
> [Open and progressing - Alban - Nick] work in progress -> Biosample profile
(in line with ENA checklist 53) as a SSSOM mapping —
https://docs.google.com/spreadsheets/d/1uMrjp-OX9I09R_bOpUXVMGLWP
YcUBmcUmopO0fQI2HMs/edit?usp=sharing

m FAIR-checker metadata completeness score

m Alban distributed BioSample with people in France to get feedback
|

|

BioSample htips://forms.qgle/z4B9mzkss7 1tDjJM7
Sample https://forms.gle/ULYJUBWyYkAtYdBIHA
m  Move as it is to next meeting
> [Open and delayed but can be progressed as part of BioSample work-
Nick/Alban?] REVISE the governance “update/creation” of profiles section
m Still in progress, not enough time at the moment -> will be
addressed in the context of the Biosample profile
m Move as it is to next meeting
> [Closed - Ginger] Multiple inheritance in DDE - Tutorial
m  We will need to modify tutorials to reflect this — we need a
volunteer for this one (maybe based on ConnOSS work as it used
DDE tutorials)
m  Open new item in this list
> [Pending - Alban, LJ] Mapping Bioschemas with CodeMeta
m Let’s wait for their coming v4.0 release
m ConnOSS is extending CodeMeta v4.0, we could present and start



https://docs.google.com/spreadsheets/d/11AgXzt4B2x279k07ISL3ezkdR78kiAc_elm7d_1n13o/edit?gid=0#gid=0
http://schem.org
http://schema.org
http://schema.org
https://github.com/BioSchemas/specifications/pull/721
https://docs.google.com/spreadsheets/d/1uMrjp-OX9Io9R_bOpUXvMGLwPYcUBmcUmop0fQl2HMs/edit?usp=sharing
https://docs.google.com/spreadsheets/d/1uMrjp-OX9Io9R_bOpUXvMGLwPYcUBmcUmop0fQl2HMs/edit?usp=sharing
https://forms.gle/z4B9mzkss71tDjJM7
https://forms.gle/ULYJUBWykAtYdB9HA
https://github.com/BioSchemas/governance/blob/master/governance.md

working from it
m  “Tools” : Workshop in the Elixir AHmeeting 26 — update of the
ComputationalTool needed
m  ConnOSS submitting proposal to BHDE on sw metadata extraction,
profile based on NFDI extension will be ready by then, we could
also work on Bioschemas profile, maybe having a combined one
m Move it as it is to next meeting
> [??? ] Workflows -> Let’s ask Nick next time
m [?77] Missing examples using Bioschemas properties over
schema.org in URIs — it requires manual addition after having the
DDE file
m Idea: Markup generator in DDE — plus something that avoid
manual copy/paste
m Topic for hackathon, maybe something outside DDE making it
easier for users to add them — discussion for the
> [Open and progressing - Phil] LearningPath
m Next meeting this week, nothing to report at this time
> [Open and delayed - LJ] Batch modifications about includedinDataset
m Still work in progress, not enough time by now
m hasPart for CreativeWork branch: Tutorial — we need a volunteer
m  Add includedinDataset to BioChemEntity
> [Open and progressing] DefinedTerm / DefinedTermSet #618
m Done but we need to call for community consultation
m  Move to community meeting for discussion
% Events
> BH ELIXIR — TeSS would be somehow related
> BH DE — Sw metadata extraction proposal
> BH DE — TeSS and terminology service

« TODO for the next meeting

RS

« PENDING Actions from previous call (please fill updated in before the meeting)

> MolecularEntity - One of many for minimum properties
m Done: DDE,

m  Ongoing: FAIRChecker
m Pending: Review by Steffen
m Latest action: doing during hackathon at ZB MED but nothing
scheduled for this and not done in previous hackathons
> Issue 629. Description of the (nature of) content of a Dataset (or any other
CreativeWork in Bioschemas) — RO-crates use about
m Pending Action: get PR status from Ginger
e GT: | already reviewed the PR and recommended
changes like 2 years ago
e Double check RO-Crate again (Phil could ask Eli)
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% New subjects for this meeting:
>

« New issues and prioritisation

Next meetings planning

R
L4

AOB/Suggested topics for next meeting

R
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Next meeting

2026.07.20 Community call - Agenda in preparation

Zoom link for today (automatic recording so we can later share the presentation)

Chair

Minuting: all

Attendees Gabriel Schneider, Florian Wetzel, Lukas Weil, Phil Reed, Leila Jael

Castro, Melanie Vollmar, Ginger Tsueng, Alban Gaignard, John Kunze

Apologies

Community agenda (this month July.2026)

< Newcomers
>

« Today’s presentation: Florian and Lukas will share insights on LabProcess and

LabProtocol specifications.
>
> Questions
m [Who]: [What]

m [Alban]: what is different from a computational workflow ? Did you
try with PROV-O ? what about SmartProtocols ontology ? any

mapping ?
Inspired by ISA

RO-Crate also uses Actions — double check

At type level using the owl:equivalentProperty/Class
Another option is SSSOM with SKOS

Free key-value pairs (similar to Sample) are used so the
mapping could be tricky

m [Alban]: how do you handle the distinction between input and output
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parameters ?
m [Nick] Overlap with FormalParameter
e Possible connections with Human-in-the-loop workflows in
workflow hub (SOPs)
€ https://www.youtube.com/watch?v=Z1ZTRILI7GA
€ https://www.degruyterbrill.com/de/document/doi/10.1
515/jib-2025-0050/html
m [Nick] 2 new draft types. Any ideas about properties and importance
level ? how do you handle “additional properties” ?
e Difficult to not consider “additional properties” key-value
pairs

+ Next presentations
> 20.July.2026 - LabProtocol and LabProcess Germany/NFDI/Data Plant
> 21.Sep.2026 - Nick & Alban Biodiversity (kickoff, sample/biosample)
> (maybe Nov) Alban (around summer?)- tools metadata harvesting -
research software ecosystem
> Microbiota: tentative,pending confirmation from Maja
m Leyla to contact
m They requested a presentation/intro about Bioschemas in their
regular meeting, it will happen in July
> RO-crates and models representation - Eli Chadwick
m Nick to check with Eli
m Egon: Nick, tomorrow we start a VHP4Safety hackathon where we
will have more RO-Crates and more Bioschemas/schema.org on
platform.vhp4safety.nl
> DALIA metadata schema
m Nick to check dates
> DCAT application profiles? Chemical community - Steffan? Used with
RO-Crates. ELI? Similarities to Bioschemas profiles. Investigate. Data Plant
(Sebastian Baier)
m Leyla explore
« Round-table update/issue of discussion
Please indicate here (resource: person name) if you want to add an update
Phil: can | speak today about the two items below with my name, please?
> New topics for this meeting
m [Name] Topic
> Topics from previous meetings (move up if you intend to present them in
this meeting)
m [LJ] Briefing from other communities on models and Al-ready
datasets
e Biocroissant
e Croissant
e AIRBDS
m New types/profiles or guidance
e (Sara, Nick) Biosamples type and profile
€ Email drafted, waiting for some additional responses
€ Only the TYPES have been updated
€ AG & LJC: Provide an example
€ NJ: Would prefer not to delay this any further, can’t
generate this out of thin air
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e (Steffan) DefinedTerm
€ Processed
e (requested by the FAIRAgro) Provenance
€ Al generated, how to represent Al-generated
metadata (no progress - Gabriel) (of interest to Tess
(Phil) as well
€ From previous meetings:
> [Action] Leyla to follow-up
> [Leyla] Look at ARC by DataPlant
€ Maybe for BHDE if project about mappings is
accepted
e (Pnil) LearningPath
€ Made updates to sandbox, need more help from
Alban, then take back to Training Group
% Recent Changes/News (for information, not be read):
> (Phil) mTeSS-X metadata model for training, published v1.0.0, how to make
suggestions to Bioschemas TrainingMaterial, Course, Courselnstance
profiles? We have added some new properties (from Schema.org) and
tweaked the required/recommended properties to align with EOSC work.

Next meetings planning

« Candidates for future presentations

AOB/Suggested topics for next meeting

< Web analytics from Bioschemas website for 2 years now, can review dashboard

o
» ...

Next meeting



https://doi.org/10.5281/zenodo.21458540

2026.06.15 - technical call
Zoom link for today (automatic recording so we can later share the presentation)

Chair Leyla Minuting: all

Attendees Alban, Phil

Apologies Ginger (stuck at the courthouse for Jury duty)

Technical issues/Issue tracker (every even month, this month)

% Newcomers
>
« Today’s topic - Samples and BioSamples (postponed to when Nick is available)
> See update as part of round table
« Round table
> [Open and progressing - LJ] Draft proposal to update TrainingMaterial
coming in May
m PR for draft type CreativeWork
e Please also support actually pushing this to where it belongs
in schema.org
e Comments
€ [Ginger] Having an extension of CreativeWork would
require that all in Bioschemas also need to use this
type — [LJ] but this is doable
€ We could call it ResearchArtifact if people find it
better — point for discussion
€ New generic types in Bioschemas, e.g.,
CreativeWork so we can include generic properties
such as intendedUse (for datasets, software,
workflows, etc.)
> Pending: Check how it would work with
schem.org validators — not an issue (and
now there is multiple inheritance in
schema.org)
m PR for draft profile TrainingMaterial
e [Phil] Some suggestions could come later based on EOSC
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project (minimum metadata for training materials) and TeSS
TeSSHuUb4EOSC minimum metadata model
m There is also a need to support roles in a flexible way
e Not needed by TeSS right now, existing roles (e.g., creator,
editor) seem to cover it all - we could go back to it if
needed for software, LJ could prepare a quick presentation
for community meeting in September or technical in October
(most likely)
> [Open and progressing - Alban - Nick] work in progress -> Biosample profile
(in line with ENA checklist 53) as a SSSOM mapping —
https://docs.google.com/spreadsheets/d/1uMrjip-OX9I09R_bOpUXvMGLwWP
YcUBmcUmop0fQI2HMs/edit?usp=sharing
m FAIR-checker metadata completeness score
m Alban distributed BioSample with with people in France to get
feedback
> [Open and delayed but can be progressed as part of BioSample work-
Nick/Alban?] REVISE the governance “update/creation” of profiles section
m Still in progress, not enough time at the moment -> will be
addressed in the context of the Biosample profile
> [Closed - Ginger] Multiple inheritance in DDE
m The DDE supports displaying and registering multiple inheritance,
just not creating them (because the Ul allows you to only extend
from one). The work around in the DDE is to:
e Extend from one of the parents and add all the properties
needed and save it locally (don't register it)
e Extend from the second parent (using the same name
space) and save it (don't register it)
e Copy/paste the unique properties from one file into the other
file
e Edit the 'subClassOf' to have an array of both parents rather
than one
m  Once you have a type with both parents registered, you can use
that as the parent for the profile so that the profile will naturally have
all the properties from both
m  We will need to modify tutorials to reflect this — we need a
volunteer for this one (maybe based on ConnOSS work as it used
DDE tutorials)
> [Pending - Alban, LJ] Mapping Bioschemas with CodeMeta
m Let’s wait for their coming v4.0 release
m  ConnOSS is extending CodeMeta v4.0, we could present and start
working from it
m  “Tools” : Workshop in the Elixir AHmeeting 26 — update of the
ComputationalTool needed
m  ConnOSS submitting proposal to BHDE on sw metadata extraction,
profile based on NFDI extension will be ready by then, we could
also work on Bioschemas profile, maybe having a combined one
> [??? ] Workflows -> Let’s ask Nick next time
m [?77] Missing examples using Bioschemas properties over
schema.org in URIs — it requires manual addition after having the
DDE file
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m |dea: Markup generator in DDE — plus something that avoid
manual copy/paste
m Topic for hackathon, maybe something outside DDE making it
easier for users to add them — discussion for the
> [Open and progressing - Phil] LearningPath
m Next meeting this week, nothing to report at this time
> [Open and delayed - LJ] Batch modifications about includedinDataset
m Still work in progress, not enough time by now
m hasPart for CreativeWork branch: Tutorial — we need a volunteer
m Add includedinDataset to BioChemEntity
> [Open and progressing] DefinedTerm / DefinedTermSet #618
m Action needed: ping Ginger
e GT: JSON-LD file was added to the specifications repo
last year and pushed to DDE. Profile Generator was
broken so the website never saw the update
e Alban fixed it so let’s try it
« Events
> BH ELIXIR — TeSS would be somehow related
> BH DE — Sw metadata extraction proposal
> BH DE — TeSS and terminology service

< TODO for the next meeting

« PENDING Actions from previous call (please fill updated in before the meeting)
> MolecularEntity - One of many for minimum properties
m Done: DDE,
m  Ongoing: FAIRChecker
m Pending: Review by Steffen
m Latest action: doing during hackathon at ZB MED but nothing
scheduled for this and not done in previous hackathons
> lssue 629. Description of the (nature of) content of a Dataset (or any other
CreativeWork in Bioschemas) — RO-crates use about
m Pending Action: get PR status from Ginger
e GT: | already reviewed the PR and recommended
changes like 2 years ago
e Double check RO-Crate again (Phil could ask Eli)
« New subjects for this meeting:
>

< New issues and prioritisation

Next meetings planning

0.0
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Next meeting

2026.05.18 Community call
Zoom link for today (automatic recording so we can later share the presentation)

Chair Leyla Jael Castro Minuting: all

Attendees Andreas Mandel (BIPS), Alban Gaignard, Alois Wieshuber (Base4NFDI),
Ben Jurca (BIPS), Ginger Tsueng, Sebastian Bohm, Marcus Ernst
(BGBM), Phil Reed (first bit), Marco Brandizi, Nick Juty,

Apologies

Community agenda (this month May.2026)

% Newcomers

> Andreas: NFDI4Health -> harmonization of metadata schema

> Ben: NFDI4Health, communication designer

> Sebastian: NFDI4lmmuno : Biomed metadata interoperability

> Alois: Liaison officer to support NFDI working groups ; microbiologist : also

supporting the WG ontology harmonisation in NFDI Section Metadata

> Marcus: NFDI4Biodiversity ; bioschemas implementation working group,

% 18.May.2026 - Confirmed - NFDI4Biodiversity - Marcus Ernst from BO Berlin

Notes :

- https://f1000research.com/articles/14-1170

- Potential issues when mapping ABCD to BioSample type
- parentTaxon is not enough (HigherTaxonName + HigherTaxonRank)
- missing identification properties
- Observations / measurement semantics
- Taxons
- Generic metadata (copyright, disclaimer, etc.)

Discussion/questions :
> [Alban][Are you providing a SPARQL endpoint for biodiversity data ? any
query catalogue ?] No SPARQL, the KG was for the mapping. KG with
instances will become part of the infrastructure but not yet finalized
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> [Alban][Do you have web pages annotated with Bioschemas to be
advertised in the LiveDeploys ?] Will look it up, then we could add it to
Bioschemas pages
> [Alban][in the ABCD mapping, you lose some semantics, what fields should
be added to a Bioschemas BioSample profile ?]
> [Leyla][Could you please provide more information about “role” for
identification-related information?]
> [Nick][Mappings and SSSOM, link to TS4NFDI]
m  Terminology Service (TS4NFDI) providing support for mapping, not
really linked to this group (Roman (ZBMed) can help)
> [Nick][Next steps? Are you considering multiple inheritance to benefit from
multiple types]
m  What are the implications of using multiple inheritance when
defining profiles.
> [Nick]
+ Next presentations
> 20.July.2026 - LabProtocol and LabProcess Germany/NFDI
> 21.Sep.2026 - Nick & Alban Biodiversity (kickoff, sample/biosample)
> (maybe Nov) Alban (around summer?)- tools metadata harvesting -
research software ecosystem
> Microbiota: tentative,pending confirmation from Maja
m Leyla to contact
m They requested a presentation/intro about Bioschemas in their
regular meeting, it will happen in July
> RO-crates and models representation - Eli Chadwick
m Nick to check with Eli
m Egon: Nick, tomorrow we start a VHP4Safety hackathon where we
will have more RO-Crates and more Bioschemas/schema.org on
platform.vhp4safety.nl
> DALIA metadata schema
m Nick to check dates
> DCAT application profiles? Chemical community - Steffan? Used with
RO-Crates. ELI? Similarities to Bioschemas profiles. Investigate. Data Plant
(Sebastian Baier)
m Leyla explore
« Round-table update/issue of discussion
Please indicate here (resource: person name) if you want to add an update
> New topics for this meeting
m Briefing from other communities on models and Al-ready datasets
e [LJ] Briefing from Biocroissant — still in starting phase
e Croissant 1.1 spec, responsible Al, will be integrated into
FAIR4ML
e [?7?7] Briefing from AIRBDS
m [Name] Topic
> Topics from previous meetings (move up if you intend to present them in
this meeting)
m New types/profiles or guidance
e (Sara, Nick) Biosamples type and profile
€ Email drafted, waiting for some additional responses
€ Only the TYPES have been updated
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€ AG & LJC: Provide an example
€4 NJ: Would prefer not to delay this any further, can’t
generate this out of thin air
(Lukas Weil) LabProtocols type and profile
€ Need to renew tokens in GitHub
€ [Alban] Check who has access to those tokens
(Steffan) DefinedTerm
€ Ginger said it was done
€ [??7?] Someone to look at it
(requested by the FAIRAgro) Provenance
€ Al generated, how to represent Al-generated
metadata (no progress - Gabriel) (of interest to Tess
(Phil) as well
€ [Action] Leyla to follow-up
€ [Leyla] Look at ARC by DataPlant
(Phil) LearningPath, earningPathtopie
€ Met with Alban 2026-05-18, then Training Group
2026-05-20. Progressing, focusing scope back down
to manageable simpler paths to get to draft publish
as the diversity of all learning paths is too great
% Recent Changes/News (for information, not be read):
>

Next meetings planning
« Candidates for future presentations

AOB/Suggested topics for next meeting

0.0

Next meeting

2026.04.20 - technical call
Zoom link for today (automatic recording so we can later share the presentation)
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Chair Leyla Jael Castro Minuting: all

Attendees Phill Reed, Ginger, Gabriel Schneider, Xenia Perez Sitja, Melanie Vollmer,
John Kunze

Apologies Nick Juty (BFSP commissioned services (ELIXIR) meeting

Technical issues/Issue tracker (every even month, this month)

+ Newcomers
> Xenia, ELIXIR UK

% Today’s topic LearningPath and alternative paths and multiple inheritance
> Slides: " Learning Paths in Bioschemas 2026-04-20
> Discussion

m Multiple inheritance and latest changes in schema.org, and how it
affects the new type LearningPath

m Do we need to inherit Syllabus to use it

m List Schema.org might be in hitps://data.niaid.nih.gov/ API (Staging
site only)

m Timeline: September, fine for type and profile but maybe not for
adoption

% Round table
> (LJ) Draft proposal to update TrainingMaterial coming in May

m Extended community consultation so we can add also feedback
from EOSC training group

m Point for discussion: how to include groups and corresponding
funding in Bioschemas specs

> (Nick/Alban?) REVISE the governance “update/creation” of profiles section
> [Ginger] Multiple inheritance in DDE (if needed, depending on discussion
on today’s topic)

m Already supported in the backend and for displaying in the front
end, not yet supported in the schema extension process, so the
work around is to create two schemas (extending from each parent
class) then merging the output json (e.g. - copy/paste the content of
one into the other and editing the “rdfs:subClassOf” field)

m At the moment: Ul needs to create a class extending one of the
parents and then adding manually the other classes

> [Alban, LJ] Mapping Bioschemas with CodeMeta

m Steps: (i) Create a type in DDE that extends SoftwareApplication

and SoftwareSourceCode and includes Codemeta, (ii) update
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crosswalk adding new profile properties as needed, (iii) prepare
draft for discussion
|
> Workflows
m [?77] Missing examples using Bioschemas properties over
schema.org in URIs — it requires manual addition after having the
DDE file
m Idea: Markup generator in DDE — plus something that avoid
manual copy/paste
m Topic for hackathon, maybe something outside DDE making it
easier for users to add them — discussion for the
> [Phil] LearningPath (today’s main topic, no need to further discussion in the
round table)
Discussion ends here
[??? ] RSec
|
> [Nick, Alban] Biodiversity
m Please can you check the adequacy of the draft email from Nick -
re draft type comment/release process - Nick is waiting to send to
the community (or should this be Leyla?)
BioCroissant
Events
|
> (LJ) Batch modifications about includedinDataset
m hasPart for CreativeWork branch: Tutorial
m Add includedinDataset to BioChemEntity

vy

YV

< TODO for the next meeting

« PENDING Actions from previous call (please fill updated in before the meeting)
> From previous technical call
m (Phil/Alban) issues with website/GitHub - Latest action: organize call
with Alban
m Phil: Learning Path new profiles queries 2026-02-16
e See above
> MolecularEntity - One of many for minimum properties
m Done: DDE,
m  Ongoing: FAIRChecker
m Pending: Review by Steffen
m Latest action: doing during hackathon at ZB MED but nothing
scheduled for this and not done in previous hackathons
> Add includedInDataset to all profiles #617
m  Get the list of profiles that use isPartOf as minimum, recommended
or optional — DONE

m For CreativeWork branch, use isPartOf
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m Action needed: what to do for BioChemEntity? — add
includedinDataset to type BioChemEntity and corresponding
profiles

m Action needed: write tutorials

> DefinedTerm / DefinedTermSet #618
m Action needed: ping Ginger
> New generic types in Bioschemas, e.g., CreativeWork so we can include
generic properties such as intendedUse (for datasets, software, workflows,
etc.)
m Pending: Check how it would work with schem.org validators
> lssue 629. Description of the (nature of) content of a Dataset (or any other
CreativeWork in Bioschemas) — RO-crates use about
m Pending Action: get PR status from Ginger
« New subjects for this meeting:
>
+ New issues and prioritisation

Next meetings planning

0‘0

AOB/Suggested topics for next meeting

L4

Next meeting

2026.03.16 - Community meeting

Zoom link for today (automatic recording so we can later share the presentation)

Chair Leyla Jael Minuting: everybody

Attendees Egon Willighagen, Alberto Camara, Leyla Jael, Melanie Vollmar, Lukas
Weil, Nick Juty, Gabriel Schneider, Phil Reed, Alban Gaignard, Ginger
Tsueng

Apologies



https://github.com/BioSchemas/specifications/discussions/618
http://schem.org
https://github.com/BioSchemas/specifications/issues/629
https://github.com/BioSchemas/specifications/pull/672
https://us02web.zoom.us/j/84701740969?pwd=BEMswQXAoiEShf8RJNLPivvHfPy87s.1

Community agenda (every odd month - this month)

+ Newcomers
> Francois, Bioimage archive
> Alberto, part of Mark W. lab in Spain
« Presentation/Demo Invited talk - Egon Willighagen will discuss search
engines and Bioschemas in his presentation/talk "Search engines and
finding the long tail of science: is Bioschemas the solution?"
> Slides: ' Copy of Search engines and finding the long tail of science: is...
> [Alban][Any link with WebDataCommons ?] (sampling strategy)

m Related work
https://ceur-ws.org/Vol-3632/ISWC2023_paper_445.pdf. Poster
itself:
https://albangaignard.github.io/assets/pdf/ISWC2023-Poster.pdf.
Demo: https://schema-obs-demo.onrender.com

> [Alban][Did you find some web pages with metadata preventing web
crawling ?]
m Pages need to be crawlable
[Nick][Way to search for life properties] It would need indexing Bioschemas
[Nick][Why are they doing this in XXX?] They have a concept of small
project, Egon did not specifically looked into it, the idea would be having
and European web index that does not rely on companies
> [Nick][Useful would be to discover live deploys when not reported] Maybe
also knowing which version of the profiles are in use, some pages used the
available profile at the time and did not update it. Use case of interest for
Egon is small molecules
> [Lukas][What is indexed in OpenWebSearch? Everything that exists on the
web?] Everything, yes, they get metadata in JSON-LD and other formats
and they index this. It has to have metadata
> [Lukas][]
> [Action] BloHackathon Europe project proposal: Egon, Nick, Alban
% Next community meetings
18.May.2026 - Confirmed - NFDI4Biodiversity - Marcus Ernst
20.July.2026 - LabProtocol and LabProcess Germany/NFDI
21.Sep.2026 - Nick & Alban Biodiversity (kickoff, sample/biosample)
(maybe Nov) Alban (around summer?)- tools metadata harvesting -
research software ecosystem
Microbiota: tentative,pending confirmation from Maja
m Leyla to contact
RO-crates and models representation - Eli Chadwick
m Nick to check with Eli
m Egon: Nick, tomorrow we start a VHP4Safety hackathon where we
will have more RO-Crates and more Bioschemas/schema.org on
platform.vhp4safety.nl
> DALIA metadata schema
m Nick to check dates
> DCAT application profiles? Chemical community - Steffan? Used with
RO-Crates. ELI? Similarities to Bioschemas profiles. Investigate. Data Plant
(Sebastian Baier)
m Leyla explore
« Round-table update/issue of discussion
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https://docs.google.com/presentation/d/1Ig39vaIjuYTI_9iqQj2_DoGm9cJV0IR4MqYrDReRWe4/edit?usp=sharing
https://ceur-ws.org/Vol-3632/ISWC2023_paper_445.pdf
https://albangaignard.github.io/assets/pdf/ISWC2023-Poster.pdf
https://schema-obs-demo.onrender.com
http://schema.org
http://platform.vhp4safety.nl

Please indicate here (resource: person name) if you want to add an update
> Topics for this meeting
m (Phil) LearningPath, LearningPathTopic
m Meeting on Friday 13.March.2026
m Draft for LearningPath at top level
m Follow-up meeting in April, focus on optional/alternative branches in
the learning path workflow, not easy
m For the web: one of some properties could be relevant for
LearningPath
m [JMaybe having a technical meeting dedicated to this —
20.April.2026
> Topics from previous meetings
m  New types/profiles or guidance
e (Sara, Nick) Biosamples type and profile
€ Leyla gave Nick more comments
€ Ginger working on the technical part as some work
arounds are needed to get this online
€ (Nick) Deadline: 20.March.2026 type draft
e (Leyla) LabProtocols type and profile
€ Mail sent, community meeting in July —Done
€ PR to specifications done — Ginger will process
€ [Action-Lukas] start working on the draft for the
website, have a look to Biosamples type, draft on
the website will be triggered by the Steering
Community
o (Steffan) DefinedTerm
€ [Action Steering Committee]Draft done, next step
is community consultation
€ Discuss actions for DefineTermSet next time
e (Carole) Models?
€ FAIR for Al; ELIXIR Al ecosystems focus group
> RDA FAIR4ML. Not all properties from Initial
release make sense as they are described
> Melanie facing similar issues regarding model
size
> [Action Leyla] Find out dates for a metadata
hackathon, share a bit more about the current
status and
€ Talk to AIRBDS as part of AIBIO-UK (Melanie)
(PDB?)
> Charlie Harrison
> Presentation with FAIR4AML RDA
€ Biocroissant (Nick & Leyla joined community)
> Leyla present Nick’s slides at meeting next
Tues
> [action] Leyla to follow-up
e (requested by the FAIRAgro) Provenance
€ Al generated, how to represent Al-generated
metadata (no progress - Gabriel) (of interest to Tess
(Phil) as well



https://aibio.ac.uk/about/working-groups/airbds/

€ [Action] Leyla to follow-up
e (Pnhil) LearningPath, LearningPathTopic
€ learning paths new schemas proposal
> Schemas.science update
m See AOB
> Events/workshops
[CJ ISCB-UK abstract Bioschemas (21-22 April, Cambridge)
e Poster accepted (Phil)
[J ELIXIR platforms; ELIXIR AH (Jun, Lyon)
e 25-26 June Toxicology Community, Maastricht/NL
[J Biodiv-FAIR-checker k/o this week
[J ECCB - tentative
[J AlinBiology (Heidelberg) (March 10-13)
[J SWAT4LS
[J 20th Feb - Al readiness workshop in Hinxton
> Projects
m (Alban) Bioschemas profile recommender
m Datacite - completeness score for their profiles
« Recent Changes/News (for information, not be read):
>
< AoB
> The Dec 2025 ELIXIR TeSS Scientific Advisory Board meeting is

recommending TeSS to move towards schemas.science over/as well as

Bioschemas as the TeSS Platform moves into new domains.

>

AOB/Suggested topics for next meeting

% Coming events
> Next meeting
>

2026.02.16 - technical call

Zoom link for this meeting



https://github.com/BioSchemas/LearningPath-sandbox
https://elixir-europe-org.zoom.us/j/83477517512?pwd=Ll5wZ41D4Iib4TKGnl30zoLt1zsI7r.1

Chair Minuting: all

Attendees Nick, Alban, Phil, Leyla

Apologies

Technical issues/Issue tracker (every even month, this month)

< Newcomers

RS
0.0

% Round table
> (Alban, LJ) Mapping Bioschermas with CodeMeta
m To be mapped to Codemeta 3.1
m Crosswalk :
https://docs.google.com/spreadsheets/d/1vG25kGUyKoHACs8tusk
JRI2ZH1AWUrfiaM9kICuSbbtM/edit?usp=sharing
> Workflows
m Missing examples using bioschemas properties over schema.org in
URIs
m  New request to join but it was spam email
> LearningPath
m Following instructions in specifications and governance docs, raised
new issues (spec#717, gov#7)
m  What are the next steps? (Have properties, sandbox)
m DDE does not have Syllabus (is it out of date? Can it do multiple
inheritance like schema.org does now?)
> RSec

> Biodiv
m Links with FAIRsharing ?
e Dataset
e DataCatalog
e Nuanced URLs in Fairsharing eg. resolving to their metadata
record rather than a resource itself
m FAIRassist — many # tools / approaches
m OSTrails - focused on tracking provenance now, rather than
cross-compare between FAIR assessment results directly
> BioCroissant: Bioschemas presented on 10.Feb.2026, waiting for this
community to decide the way to go
m  Some interest : “Bioschemas maybe useful on top of Croissant to



https://github.com/codemeta/codemeta/releases/tag/3.1
https://docs.google.com/spreadsheets/d/1vG25kGUyKoHACs8tusFJRI2H1AWUrfjaM9klCuSbbtM/edit?usp=sharing
https://docs.google.com/spreadsheets/d/1vG25kGUyKoHACs8tusFJRI2H1AWUrfjaM9klCuSbbtM/edit?usp=sharing
http://schema.org
https://github.com/BioSchemas/specifications/pull/717
https://github.com/BioSchemas/governance/issues/7
https://docs.google.com/spreadsheets/d/1yI637VUcKjl6Olzo8zj--TnKlZb3lkLB6lFUCw8MnzY/edit?gid=614540277#gid=614540277
https://github.com/BioSchemas/LearningPath-sandbox

specify and assess profile completeness”
m Need some follow-up
> Events
m (LJ) will present something related to training materials (possible
update to TrainingMaterial profile) to the FAIR training materials
group in ELIXIR, 04.March.2026

e Analysing similarities with the MODALIA ontologies and the
TrainingMaterial Bioschemas profile —

e All updated crosswalks at
https://drive.google.com/drive/folders/1LLyba9zCug8UZKyV
Cw2BX4H5eXcMJceO?usp=sharing

m (Phil) very interested in the mapping for an EOSC workshop
m  German Bioinformatics Conference, do we want to submit a
workshop together with BioCroissant? Deadline 31.March.2026
> (LJ) Batch modifications about includedinDataset
m hasPart for CreativeWork branch: Tutorial
m Add includedinDataset to BioChemEntity

« TODO for the next meeting
> (Nick/Alban?) REVISE the governance “update/creation” of profiles section
> (Phil) Ask Ginger about https://schema.org/Syllabus in DDE
m How DDE supports multiple inheritance (Syllabus + Listltem +

LearningResource A

[

Listitem &
Syllabus &
nextitem

=

~ \

‘ new:LearningPathModule @

Listitem[] itemListElement
LearningPathTopic nextltem

Course)
> Invitation to first B mTeSS-X Metadata Model Workshops 24 February
> (Phil/Alban) issues with website/GitHub - Latest action: organize call with

Alban

« PENDING Actions from previous call (please fill updated in before the meeting)
> From previous technical call
m (Phil/Alban) issues with website/GitHub - Latest action: organize call
with Alban
m Phil: Learning Path new profiles queries 2026-02-16
e See above
> MolecularEntity - One of many for minimum properties



https://docs.google.com/document/d/15DPzJf3TeGAtwS8xUFn9LNOo0PhbyNxvCo7jP2w0Vds/edit?tab=t.0
https://drive.google.com/drive/folders/1LLyba9zCug8UZKyVCw2BX4H5eXcMJceO?usp=sharing
https://drive.google.com/drive/folders/1LLyba9zCug8UZKyVCw2BX4H5eXcMJceO?usp=sharing
https://gcb2026.de/Programme/Call+for+Workshops.html
https://gcb2026.de/Programme/Call+for+Workshops.html
https://schema.org/Syllabus
https://docs.google.com/document/d/12XJAomipE7ejbobYAAYl3vVVcg0a7yP4eGZ54adesAs/edit?tab=t.0#heading=h.c0xlzzygayuf
http://bioschemas.org/profiles/MolecularEntity/0.7-DRAFT

Done: DDE,

Ongoing: FAIRChecker

Pending: Review by Steffen

Latest action: doing during hackathon at ZB MED but nothing
scheduled for this and not done in previous hackathons

> Add includedInDataset to all profiles #617

m Get the list of profiles that use isPartOf as minimum, recommended
or optional — DONE
For CreativeWork branch, use isPartOf
Action needed: what to do for BioChemEntity? — add
includedinDataset to type BioChemEntity and corresponding
profiles
m Action needed: write tutorials
> DefinedTerm / DefinedTermSet #618
m Action needed: ping Ginger
> New generic types in Bioschemas, e.g., CreativeWork so we can include
generic properties such as intendedUse (for datasets, software, workflows,
etc.)
m Pending: Check how it would work with schem.org validators
> lssue 629. Description of the (nature of) content of a Dataset (or any other
CreativeWork in Bioschemas) — RO-crates use about
m Pending Action: get PR status from Ginger
« New subjects for this meeting:
>

+ New issues and prioritisation

Next meetings planning

0.0

AOB/Suggested topics for next meeting

0.0

Next meeting

2026.01.19 - Community meeting

Zoom link for today (automatic recording so we can later share the presentation)

Chair Minuting: everybody



https://github.com/BioSchemas/specifications/issues/617
https://docs.google.com/document/d/12XJAomipE7ejbobYAAYl3vVVcg0a7yP4eGZ54adesAs/edit?tab=t.0#bookmark=kix.4o5e5uvjq26w
https://github.com/BioSchemas/specifications/discussions/618
http://schem.org
https://github.com/BioSchemas/specifications/issues/629
https://github.com/BioSchemas/specifications/pull/672
https://us02web.zoom.us/j/84701740969?pwd=BEMswQXAoiEShf8RJNLPivvHfPy87s.1

Attendees Gabriel Schneider, Victor Lu, Leyla Castro, Alban Gaignard, Nick Juty,
Melanie Vollmar, Phil Reed

Apologies

Community agenda (every odd month - this month)

+ Newcomers
>
< Presentation/Demo Invited talk - Victor Lu presenting licenses with SPDX
(and more you can do with it)
> Presentation available at
https://docs.google.com/presentation/d/1_Az1r3zQdr17iwke5140PvXjDA2ja
7zwrtcy_zCLHys/edit?usp=sharing
> SPDX is an ontology, see for instance Dataset at SPDX Dataset :

https://spdx.github.io/spdx-spec/v3.0.1/model/Dataset/Classes/DatasetPac

kage/
> Paper about Al/dataset profile at https://arxiv.org/abs/2504.16743

> [Who][What]
% Next community meetings
> 18.May.2026 - Confirmed - NFDI4Biodiversity - Marcus Ernst
> Open slot 16 March
m Nick & Alban Biodiversity (kickoff, sample/biosample)
> Alban (around summer?)- tools metadata harvesting - research
software ecosystem
> Microbiota: tentative,pending confirmation from Maja
m Leyla to contact
> RO-crates and models representation - Eli Chadwick
m Nick to check with Eli
> DALIA metadata schema
m Nick to check dates
> DCAT application profiles? Chemical community - Steffan? Used with
RO-Crates. ELI? Similarities to Bioschemas profiles. Investigate. Data Plant
(Sebastian Baier)
m Leyla explore
% Round-table update/issue of discussion
Please indicate here (resource: person name) if you want to add an update
> New types/profiles or guidance
m (Sara, Nick) Biosamples type and profile
e |eyala gave Nick more comments
m (Leyla) LabProtocols type and profile
e Gbh - need biosample and lab protocol. They will contact us
- Lukas Wiel - maybe could present too..
€ Leyla to contact
m (Steffan) DefinedTerm
e Ping Ginger (Nick)
m (Carole) Models?
e FAIR for Al; ELIXIR Al ecosystems focus group
e Talk to AIRBDS as part of AIBIO-UK (Melanie)
€ Charlie Harrison
€ Presentation with FAIR4AML RDA



https://docs.google.com/presentation/d/1_Az1r3zQdr17iwke5140PvXjDA2ja7zwrtcy_zCLHys/edit?usp=sharing
https://docs.google.com/presentation/d/1_Az1r3zQdr17iwke5140PvXjDA2ja7zwrtcy_zCLHys/edit?usp=sharing
https://spdx.github.io/spdx-spec/v3.0.1/model/Dataset/Classes/DatasetPackage/
https://spdx.github.io/spdx-spec/v3.0.1/model/Dataset/Classes/DatasetPackage/
https://arxiv.org/abs/2504.16743
https://aibio.ac.uk/about/working-groups/airbds/

e Biocroissant (Nick & Leyla joined community)
€ Leyala present Nick’s slides at meeting next Tues
m (requested by the FAIRAgro) Provenance
e Al generated, how to represent Al-generated metadata (no
progress - Gabriel) (of interest to Tess (Phil) as well
m (Phil) LearningPath, LearningPathTopic
m |earning paths new schemas proposal
e Gbh eu bh - Learning Path schemal/profile
e Sequential training materials
e ELIXIR group happy with this work
> Schemas.science update
m See AOB
> Events/workshops
[J ISCB-UK abstract Bioschemas (21-22 April, Cambridge)
[J ELIXIR platforms; ELIXIR AH (Jun, Lyon)
[J Biodiv-FAIR-checker k/o this week
[J ECCB - tentative
[J AlinBiology (Heidelberg) (March 10-13)
[J SWAT4LS
[J 20th Feb - Al readiness workshop in Hinxton
> Projects
m (Alban) Bioschemas profile recommender
m Datacite - completeness score for their profiles
« Recent Changes/News (for information, not be read):
>
< AoB
> The Dec 2025 ELIXIR TeSS Scientific Advisory Board meeting is
recommending TeSS to move towards schemas.science over/as well as
Bioschemas as the TeSS Platform moves into new domains.

>

AOB/Suggested topics for next meeting

% Coming events
> Next meeting
>



https://github.com/BioSchemas/LearningPath-sandbox
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