on February 21, 2020 at 9:03pm
BIF501 Bioinformatics II Current Papers Final Term Fall 2019

Current Paper BIF501. (08:00 AM, 17-02-2020)

What is protein fold 2marks

When fold recognition technique employ 2 marks

Which is the first alogrithm for protein sequence 2 marks

What are two discovery aproach 3 marks

Difference between supervised and unsupervised machine learning 3
marks

Fold recognition technique 5 marks

Which the sequence involved in four different group expalin it 5 marks
What is RNA describe its structure 10 marks Mcq's all from past
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on August 24, 2019 at 11:42am

bif501 msqz

differ b/supervsed and unsupervised machine learning
limitation of ab initio

challenge of ab initio

two target discovery approaches

pharmacology and pharmacogenomic

homology modeling folding recognition step

rna structure,type and process
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Mcgs all from past papers



Q1l.what is prob

2 explain primary secondary tertiary and gtrnry structure of protein
3 RNA discuss long g for 10 marks

4. Supervised and unsupervised machine learning

5 swiss port

6 secondary structure prediction process

: Bif501 8 am paper

supervised and unsupervised learning

mate and strategy

homology paralogy ortholgy

homology modeling steps

rna types structure secondary structure

what method used for sequence

Today Bif 501 paper 8.00

Q1l.what is prob

2 explain primary secondary tertiary and qtrnry structure of protein
3 RNA discuss long g for 10 marks

4. Supervised and unsupervised machine learning

5 swiss port

6 secondary structure prediction process

on August 28, 2019 at 9:19pm
BIF501 TIME= 5:00 DATE=27-08-2019
Maximum MCQs were from the past files.
Write and explain 3 approaches of target discovery.
Pharmacology and pharmagenomics and its 3 applications.
What is Edman degradation reaction strategy.
Challenges of Ab intio modelling.
Human T cells have how many fragments of tryptosine.
Explain RNA and its structure with 4 types and process of RNA
forming.
What is fold recognition process.
What is substitution matrices write down its three types.
2 approaches of target discovery.



