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VISITING/OTHER APPOINTMENTS

2010 Visiting Assistant Professor
School of Mathematics, Statistics & Actuarial Science
University of Kent, Canterbury, UK
Department of Statistics and Oxford Centre for Gene Function
University of Oxford, Oxford, UK

RESEARCH INTERESTS

THEORY AND METHODS: Artificial Intelligence; Bayes; big data, health data science, functional data,
graphical models, integrative modeling, machine learning, nonlinear/nonparametric models, spatial data,
statistical computing

APPLICATIONS: Cancer, spatial biology, high-throughput genomics, epigenomics, transcriptomics and
proteomics, high-resolution neuro- and cancer- imaging, clinical trials, precision medicine

HONORS AND AWARDS
Zorich Lecturer, Texas A&M University, 2026
Rogel Scholar, Rogel Cancer Center, University of Michigan, 2025
Jeremy M. G. Taylor Collegiate Professorship, University of Michigan, 2025
Andrei Yakovlev Colloquium Speaker, University of Rochester, 2025
Fellow, American Association for Advancement in Science, 2022
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Fellow, American Statistical Association, 2016
Elected Member, International Statistical Institute, 2016
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Young Researcher Award, International Indian Statistical Association, 2015
Highlighted newsworthy oral presentation at the Radiological Society of North America Annual Meetings, 2015
Selected participant, SAMSI Innovations Lab in Big Data and Precision Medicine, 2015
Biometrics Editor’s Invited Paper, Joint Statistical Meetings, 2007
New Researchers Presentation, Ninth Case Studies in Bayesian Analysis Meeting, 2007
Best Graduate Student Presentation, Student Research Week, Texas A&M University, 2004
AUF Graduate Endowment Fellowship, Texas A&M University, 2003
Emanuel Parzen Graduate Research Fellowship Award, Texas A&M University, 2003.
R. L. Anderson Best Student Paper Award, SRCOS, 2003
Best Student Poster, Conference of Texas Statisticians, Texas A&M University, 2003
SPES Student Scholarship, Joint Statistical Meetings, Atlanta, 2001
Dean’s Graduate Merit Scholarship, Texas A&M University, 2000
Mobile Aggie Merit Fellowship, Texas A&M University, 2000
Graduate Fellowship, University of Rochester, 1999
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Fellow, American Association for the Advancement of Science (AAAS)
Fellow, American Statistical Association (ASA)

Elected Member, International Statistical Institute (ISI)

Institute of Mathematical Statistics (IMS)

International Biometric Society Eastern North American Region (ENAR)
International Society for Bayesian Analysis (ISBA)

International Indian Statistical Association (IISA)
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Random Segmentation Models to Identify Shared Copy Number Aberrations for Array CGH Data.
Journal of American Statistical Association 105(492): 1358-1375.
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2010. 941-946. https://doi.org/10.1109/ICDM.2010.79

Navas, M.*, Ordonez C. and Baladandayuthapani, V. (2011) Fast PCA and Bayesian variable
selection for large data sets based on SQL and UDFs. Proc. ACM KDD Workshop on Large-scale Data
Mining: Theory and Applications (LDMTA, KDD Conference Workshop)
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Bayesian methods for integration of various types of genomics data. [EEFE International Workshop on
Genomic Signal Processing and Statistics, GENSIPS. https://doi.org/10.1109/GENSIPS.2012.6507713

Gregory, K.*, Coombes, K.R.C, Momin, A, Girard, L., Byers, L., Lin, S., Peyton, M., Heymach, J.,
Minna, J., and Baladandayuthapani, V. (2012) Latent feature decompositions for integrative analysis

of diverse high- throughput genomic data. I[EEE International Workshop on Genomic Signal Processing
and Statistics, GENSIPS.

Srivastava, S.*, Wang, W., Zinn, P., Colen R., and Baladandayuthapani, V.. (2012) Multi-platform
genomic data using hierarchical Bayesian relevance vector machines /IEEE International Workshop on
Genomic Signal Processing and Statistics, GENSIPS.

Lu, C., Stewart, D.J., Lee, J.J., Ji, L., Ramesh, R., Jayachandran, G., Nunez, M.I., Wistuba, LI,
Erasmus, J.J., Hicks, M.E., Grimm, E.A., Reuben, J.M., Baladandayuthapani, V., Templeton, N.S.,
McMannis, J.D., and Roth, J.A. (2012) Phase I clinical trial of systemically administered
TUSC2(FUS1)-nanoparticles mediating functional gene transfer in humans. PLoS One, 7(4): e34833.
https://doi.ore/10.1371/journal.pone.0034833

Wang, W.*, Baladandayuthapani, V.**, Morris, J.S., Broom, B.M., Manyam, G., and Do, K.A. (2012)
iBAG: integrative Bayesian analysis of high-dimensional multiplatform genomics data. Bioinformatics,
29(2): 149-159. https://doi.org/10.1093/bioinformatics/bts655

Rawal, S., Chu, F., Zhang, M., Park, H.J., Nattamai, D., Kannan, S., Sharma, R., Delgado, D., Chou, T.,
Lin, H.Y., Baladandayuthapani, V... Luong, A., Vega, F., Fowler, N, Dong C., Davis, R.E. and
Neelapu, S.S. (2013) Cross talk between follicular Th cells and tumor cells in human follicular
lymphoma promotes immune evasion in the tumor microenvironment. Journal of Immunology,
190(12): 6681-93. https://doi.org/10.4049/jimmunol.1201363

Ordonez, C., Garcia, J., Garcia-Alvarado, C., Cabrera, W., Baladandayuthapani, V., and Quraishi, Q.
(2013) Data mining algorithms as a service in the cloud exploiting relational database systems Proc.

5


https://doi.org/10.1016/j.clcc.2011.12.003
https://doi.org/10.1158/1078-0432.ccr-11-2805
https://doi.org/10.1158/1535-7163.mct-12-0135
https://doi.org/10.1182/blood-2011-10-386789
https://doi.org/10.1109/GENSIPS.2012.6507713
https://doi.org/10.1371/journal.pone.0034833
https://doi.org/10.1093/bioinformatics/bts655
https://doi.org/10.4049/jimmunol.1201363

35.

36.

37.

38.

39.

40.

41.

42.

43.

44,

45.

46.

V. Baladandayuthapani
ACM SIGMOD Conference.

Pemmaraju, N., Tanaka, M.F., Ravandi, F., Lin, H., Baladandayuthapani, V., Rondon, G., Giralt,
S.A., Chen, J., Pierce, S., Cortes, J., Kantarjian, H., Champlin, R.E., De Lima, M., and Qazilbash, M.H.
(2013) Outcomes in patients with relapsed or refractory acute promyelocytic leukemia treated with or
without autologous or allogeneic hematopoietic stem cell transplantation. Clinical Lymphoma,
Myeloma and Leukemia 13(4):485-92. https://doi.org/10.1016/j.clml.2013.02.023

Matusevich, D.*, Ordonez, C., and Baladandayuthapani, V.. (2013) A fast convergence clustering
algorithm merging MCMC and EM methods. Proc. ACM CIKM Conference.

Cabrera, W.*, Ordonez, C., Matusevich, D. S., and Baladandayuthapani, V. (2013) Bayesian variable
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Inference for Gene Expression and Proteomics. Cambridge University Press.

173. Rossell, D*, Baladandayuthapani. V, and Johnson, V. E. (2008). Bayes Factors Based on Test
Statistics under Order Restrictions. In Hoijtink H., Klugkist I. , Boelen P (eds) Bayesian Evaluation of
Informative Hypotheses in Psychology. Springer.

174. Wang, W*. Baladandayuthapani. V , Holmes, C. C. and Do, K-A. (2013) Bayesian graphical models
for integrating multiplatform genomics data. In: Advances in Statistical Bioinformatics: Models and
Integrative Inference for High-Throughput Data.

175. Baladandayuthapani. V, Wang X, Mallick BK, Do K-A. (2014). Bayesian functional mixed models
for survival responses with application to prostate cancer. In: Recent Advances in Applied Statistics:
Slected Papers from the 2013 ICSA Applied Statistics Symposium.

176. Jennings EM*, Morris JS, Manyam G, Carroll R J., Baladandayuthapani. V (2015) Bayesian models
for flexible integrative analysis of multi-platform genomics data. In: Integrating omics data: statistical
and computational methods (in press)

177. Ni, Y*, Marcetti, G, Baladandayuthapani. V and Stingo, F. C. (2015) Bayesian approaches for large
biological networks. In Nonparametric Bayesian Inference in Biostatistics. Editors: Peter Mueller and
Riten Mitra

178. Guha, S, Banerjee, S*, Gu, C, and Baladandayuthapani. V. (2015) Nonparametric Variable Selection,
Clustering and Prediction for Large Biological Datasets In Nonparametric Bayesian Inference in
Biostatistics. Editors: Peter Mueller and Riten Mitra

SELECTED PREPRINTS

1. Zhang L., Baladandayuthapani, V and Morris, J.S. Bayesian functional graphical models. Journal of
American Statistical Association (under second revision)

2. Sagar, K., Ni, Y., Baladandayuthapani, V. and Bhadra, A. Individualized Inference using Bayesian
Quantile Directed Acyclic Graphical Models. Bayesian Analyses (under revision) arXiv:2210.08096

3. Yao, T.*, Wu, Z., Bharath, K., Baladandayuthapani, V.. Geometry-driven Bayesian Inference for
Ultrametric Covariance Matrices. https://doi.org/10.48550/arXiv.2401.11515 Journal of American
Statistical Association (under review)

4. Osher N*, Kang J, and  Baladandayuthapani, V. Spatially Structured Regression for
Non-conformable Spaces: Integrating Pathology Imaging and Genomics Data in Cancer Annals of
Applied Statistics (under revision)

5. Acharyya, S*, Kang J. and Baladandayuthapani, V. Spatially varying graph estimation for spatial
transcriptomics cancer data. Annals of  Applied  Statistics (under  revision)
https://www.biorxiv.org/content/10.1101/2025.05.04.652097v1
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GRANT SUPPORT (CURRENT/FUNDED)

1. Principal Investigator (MPI with J. Morris), Bayesian Network-Based Integrative Genomics Methods
for Precision Medicine, National Institutes of Health, RO1 CA 244845, 2/1/2021-1/31/2026

2. Principal Investigator (MPI with J.M.G. Taylor and K. Kidwell). Cancer Biostatistics Training
Program. NCI T32, 8/1/2024-7/31/2029

3. Core Director, Cancer Data Sciences Shared Resource, Cancer Center Support Grant, National
Institutes of Health (PI: Eric Fearon) P30 CA 046592, 6/01/2023 - 5/31/2028

4. Core Director, Data Analyses Core, Genetics and Genomics of Leiomyosarcoma (LMS): Improved
Understanding of Cancer Biology and New Approaches to Diagnosis and Treatment, National Institutes
of Health, PI: Laurence Baker, Scott Schuetze, P50 CA 272170, 7/2022-6/2027

5. Co-Investigator, ALOXI15 Regulation of Colon Cancer Invasiveness via P13P-Linoleic Acid
Metabolism, National Institutes of Health (PI: Imad Shureiqi) RO1 CA 266223, 9/2021-8/2026

6. Co-Investigator, Michigan Center for Translational Cancer Proteogenomics, National Institutes of
Health, PI: Arul Chinnaiyan, Saravana Dhanasekaran, Alexey Nesvizhskii, U24 CA 271037,
4/2022-3/2027

7. Co-Investigator, PPARD hyperactivation promotes pancreatic intraepithelial neoplasia progression
into pancreatic ductal adenocarcinoma, National Institutes of Health (PI: Imad Shureiqi)
02/2024-01/2029

GRANT SUPPORT (COMPLETED IN LAST 3 YEARS)

8. Co-Investigator, PARTNERSHIP: Developing a Dietary Approach in the Management of
Inflammatory Bowel Disease, USDA, PI: Grace Chen, USDA-NIFA-AFRI-007692, 1/2022-12/2024

9. Co-Investigator, 2018.050 IMPACT: Immunotherapy in Patients with Metastatic Cancers and CDK 12
Mutations, Bristol-Myers Squibb, (PI: Ajjai Alva), CA209-8]J, 8/2018-7/2023

10. Co-Investigator, 2017.053 UM/BTCRC/AZ/Astex, Hoosier Cancer Foundation, (PI: Ajjai Alva)
BTCRCGU 16043, 1/2018-1/2023

11. Principal Investigator, Collaborative Research: New Bayesian Nonparametric Paradigms of
Personalized Medicine for Lung Cancer, National Science Foundation, 13-570, 9/2015-8/2021

12. Principal Investigator, (MPI with MJ Ha), Proteomic-based Integrated Subject-Specific Networks in
Cancer, National Institutes of Health/National Cancer Institute, R21, 4/2018- 5/2021

13. Principal Investigator, (MPI with Bani Mallick) Bayesian Graphical Models for Integration of Omics
Data, RO1 CA194391-01, National Institutes of Health/National Cancer Institute, 12/2015-11/2021

14. Co-Investigator, Bayesian Methods for Complex, High Dimensional Functional Data in Cancer Research,
RO1 CA 178744, National Institutes of Health/National Cancer Institute, (PI: Jeffrey Morris), 9/2015-8/2020
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RESEARCH ADVISING/MENTORING

e Junior Faculty

@)
@)
@)

O O O O O O O

Francesco C Stingo, Associate Professor of Statistics, University of Florence

Brian P Hobbs, Associate Professor of Biostatistics, UT MD Anderson Cancer Center
Arvind U Rao, Assistant Professor of Bioinformatics and Computational Biology, UT MD Anderson
Cancer Center (now at University of Michigan)

Karthik Bharath, Dept of Statistics, University of Nottingham

Anindya Bhadra, Dept. of Statistics, Purdue University

Min Jin Ha, Assistant Professor of Biostatistics, UT MD Anderson Cancer Center
Christine B Peterson, Assistant Professor of Biostatistics, UT MD Anderson Cancer Center
Zhenke Wu, Assistant Professor of Biostatistics, University of Michigan

Maria Masotti, Research Assistant Professor of Biostatistics, University of Michigan
Andrew Whiteman, Research Assistant Professor of Biostatistics, University of Michigan

e Postdoctoral Researchers

o

David Rossell Ribera, 2006-2007, (with V. E. Johnson), Current position: Ramoén y Cajal Fellow at
Universitat Pompeu Fabra

Suprateek Kundu, 2012-2014, (with B. K. Mallick), First position: Assistant Professor, Dept. of
Biostatistics, Emory University; Current position: Associate Professor, Dept. of Biostatistics, UT MD
Anderson Cancer Center

Wenting Wang, 2010 - 2013 (with K-A. Do), Current position: Biostatistician, Biogen Inc.

Lin Zhang, 2012-2015 (joint with J.S. Morris), Current position: Associate Professor, Dept. of Bio-
statistics, University of Minnesota

Bruce Bugbee, 2014 — 2015 (with Jeffrey S. Morris) Current position: Computational Statistician, Na-
tional Renewable Energy Laboratory, Colorado

Sayantan Banerjee, 2014 — 2016 Current position: Assistant Professor, Indian Institute of Management,
Indore.

Min Jin Ha, 2013 — 2016 (with K-A. Do) First position: Assistant Professor of Biostatistics, UT MD
Anderson Cancer Center; Current position: Associate Professor Graduate School of Public Health, Yonsei
University

Priyam Das, 2017 — 2019 (with C. Peterson and K-A. Do), Current Position: Assistant Professor, Virginia
Commonwealth University

Hojin Yang, 2016 — 2019 (with J. S. Morris) Current Position: Assistant Professor, Pusan National
University

Abhishek Saha 2016 — 2019, Current Position: Research Fellow, National Institutes of Health

Shariq Mohammed, 2018 — 2021 (with Arvind Rao) UM Precision Health Scholar. Current position:
Assistant Professor, Boston University

Moumita Chakraborty, 2019 — 2022 (with M. J. Ha) Current Position: Assistant Professor, The University
of Texas Medical Branch, Galveston

Satwik Acharyya, 2020 —2024. Winner of Early Career Paper Award, Biometrics Section, 2022. Current
Position: Assistant Professor, University of Alabama, Birmingham.

Junsouk Choi, 2023 — 2025 Current Position: Assistant Professor, Korea University.

e Ph.D. Students (as primary advisor/co-advisor)

Rajesh Talluri (Ph.D. 2011) Texas A&M University (joint with Bani K. Mallick) Current position:
Assistant Professor, Department of Data Science. University of Mississippi Medical Center

Lin Zhang (Phd 2012) Texas A&M University (joint with Bani K Mallick) winner of SBSS best
paper award 2012 Current position: Associate Professor, Dept. of Biostatistics, University of
Minnesota

Yang Ni (Phd 2015), Rice University (joint with Francesco Stingo) Winner of Laplace Award

20



V. Baladandayuthapani

2014; Boyd Harshbarger Travel Award; Jiann-Ping Hsu Pharmaceutical and Regulatory
Sciences Award; Young Investigator Travel Award, G70 Conference; Current position:
Associate Professor, Department of Statistics, Texas A&M Univeristy

o Shabnam Azadeh (Phd 2015) UT School of Public Health (with Brian P Hobbs) Current position:
FDA; Selected for RSNA Oral Presentation

o Elizabeth Jennings (PhD, 2015) Texas A&M University (with Jeffrey S Morris and Raymond J.
Carroll). Current position: Teaching Assistant Professor, Department of Statistics, Rice University

o Soyeon Kim (Phd, 2015), Rice University (with J Jack Lee). Current position: Post-doctoral Fellow,
University of Pittsburgh Winner of ASA Statistics and Data Mining Student Paper Competition

o Youyi Zhang (PhD, 2018) GSBS (with J. S. Morris) Current position: Senior Data Scientist, Johnson
& Johnson Winner of ASA Statistics in Imaging Student Paper Competition

o Neel Desai, Rice University (PhD 2021; with J.S. Morris). Current position: Postdoctoral Fellow,
University of Pennsylvania

o Rupam Bhattacharya (PhD 2023; with N. Henderson), University of Michigan. Current position:
Postdoctoral Fellow, University of Michigan Medical School (with Arul Chinnayan)

o Tsung-Hung Yao (PhD 2023; with Z. Wu), University of Michigan. Current position: Postdoctoral Fellow,
UT MD Anderson Cancer Center.

o Nathaniel Osher (PhD 2025; with Jian Kang), University of Michigan; Current position: Biostatistician,
Servier Pharmaceuticals Distinguished student paper award — American Statistical Association
(Section on Statistical Genomics and Genetics)

o Liying Chen (2020+), University of Michigan. ENAR Distinguished Paper Award

Qingzhi Liu (2020+), University of Michigan; co-advised with Gen Li. ENAR Distinguished Paper

Award

Jessica Aldous (2023+) University of Michigan; co-advised with Michele Peruzzi

Grant Carr (2023+) University of Michigan; co-advised with Jian Kang

Maria Murphy (2024+) University of Michigan; co-advised with Dylan Cable

Stefan Eng (2025+) University of Michigan; co-advised with Jean Morrison

o

O O O O

e  Ph.D. Students (as external collaborator)

o Karthik Bharath, 2011-2014, Department of Statistics, University of Connecticut, Currently Assistant
Professor, Department of Statistics, Nottingham University.
o Adrian Coles, 2012-2015, Dept. of Statistics, North Carolina State University
o Clemontina A. Davenport, 2013-2014, Dept. of Statistics, North Carolina State University
o Sanvesh Srivastava, 2012-2015, Dept of Statistics, Purdue University; Currently Assistant Professor,
University of lowa
o Karl Gregory, 2012-2015, Dept. of Statistics, Texas A & M University; currently Assistant Professor,
University of South Carolina
o Chiyu Gu 2015-2018, Dept. of Statistics, University of Missouri
o Carlos Zanini, 2018-present, Dept. of Statistics and Data Sciences, UT Austin
e Masters Students Supervision
©  Vinicius Bonato (M.S. 2010) Graduate School of Biomedical Sciences (joint advisor with Kim-ahn Do)
Lori Jackson (M.S. 2007) UT Graduate School of Biomedical Sciences
Sunyi Chi, University of Michigan
Liying Chen, University of Michigan
Qingzhi Liu, University of Michigan
Kirrill Sabitov, University of Michigan
o Justice Akuoko-Frimpong, University of Michigan
o Research/Rotation/Intern Students
o Neel Desai [2017]; Chiyu Gu [2016-17]; Yabo Niu [2017]; Youyi Zhang (PhD) [2014]; Adrian Coles [2013];
Sanvesh Srivastava [2012]; Karl Gregory [2012]; Karthik Bharath [2011]; Yanqing Wang [2011]; Lin Zhang
[2010]; Mario Navas [2010]; Rajesh Talluri [2009]; Violeta Henessey [2007]; Chao Gao [2019]; Chinmay
Raut [2020-2022]

O O O O O
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PROFESSIONAL ACTIVITIES AND ACADEMIC SERVICE

e Study Section and Review Panels

@)

O O O O O O O O o @) @)

o

CSR Special Emphasis Panel ZRG1 BDA-A (58) R, NIH, Ad Hoc Member, Biostatistics reviewer,
2009

National Science Foundation, Statistical Panel B, National Science Foundation, Member, 2012-2013
Study section member NIH ZHD1 DRG-H (92) B, NIH, Member, 2013-2014

Biostatistical Methods and Research Design Study Section [BMRD], NIH, Ad Hoc Member, 2014,
2019

Genomics, Computational Biology and Technology Study Section [GCAT], NIH, Ad Hoc Member,
2014

Special Emphasis Review Panel, NIH Global ”Omics” Approaches Targeting Adverse Pregnancy
and

Neonatal Outcomes Utilizing Existing Cohorts, 2015-2016

Grant reviewer for Florida Department of Health Biomedical Research Programs, 2015,2020,2021
Grant Reviewer for Cancer Prevention Research Opportunity (CPRO); Alberta Cancer Prevention
Legacy Fund 2015

Grant Reviewer for Research Initiation Awards for Historically Black Colleges and Universities,
National Science Foundation, 2015

NSE/NIGMS Panel, 2016

Cancer Target Discovery and Development Network (UO1s) Study Section, 2017

Scientific Review panel, NCI Informatics Technologies for Cancer Research and Surveillance, 2019
External Advisory Board Member, Cambridge University, UK, 2019-2024

External Advisory Board Member, UT MD Anderson Sarcoma SPORE, 2019

National Cancer Institute Program Project (P01) Review Panel, 2020, 2021

American Society of Clinical Oncology, Conquer Cancer’s Grants Selection Committee, 2023-2025
Co-Chair, Scientific Review panel, NCI Informatics Technologies for Cancer Research, 2023
Analytics and Statistics for Population Research Panel B, 2025-2026

e Conference Organization

o

o

O O O O O

Program Committee, Biomedical Engineering and Informatics Conference 2009
Session organizer, Frontiers of Interface between Statistics and Sciences, 2009
Session organizer, IISA Conference, 2010; JSM 2010; JSM 2012; ENAR 2011,
ENAR 2012, JSM 2014, ISBA 2012, IISA 2017

Session co-organizer, Eastern North American Region (ENAR) Spring Meeting,
Atlanta, GA, 2007 Session Chair - IBS 2006; ENAR 2006,2007; JSM 2006, 2007,
2010, 2012,2013, 2014

Scientific Committee Member, Conference on Latent Gaussian Models,
Reykjavik,Iceland

Program Committee Member, Integrative Biostatistics Research for Imaging,
Genomics & High-throughput Technologies in Precision Medicine (iBRIGHT)
conference, MDACC

Program Committee Member for International Indian Statistical Association
(IISA) 2015

Program Committee Member, IEEE International Workshop on Genomic Signal
Processing and Statistics (GENSIPS), 2012 and 2013

Co-leader, Statistical Challenges in Omics Data Integration Working group,
SAMSI, 2015

Organizing Committee member, ENAR Junior Researchers Workshop, 2015
Associate Program Chair, Joint Statistical Meetings, 2016

Program Chair, ENAR, Atlanta, 2018

Organizing Committee Member, iBRIGHT, Houston, 2019

Program Chair, [ISA, Mumbai, 2019

22



V. Baladandayuthapani

e Advisory/Executive/Leadership Committees

Heart of Leadership program, UT MD Anderson Cancer Center, 2015

External tenure review member, Memorial Sloan Kettering Cancer Center & Oregon State University
Executive Board Member, International Indian Statistical Association, 2008-2012

Treasurer, Houston Chapter of the American Statistical Association, 2006-2008

Co-leader, TCGA Data Integration working group, Statistical and Applied Mathematical Sciences Insti-
tute (SAMSI), 2014-2015

Chair, Faculty Search Committee, Department of Biostatistics, University of Michigan, 2019-2021.
Chair, ASA Committee for Funded Research, 2024-2025 (member since 2019)

Member, Regional Committee (RECOM), ENAR, 2023+

Member, Professional Conduct Committee, International Society for Bayesian Analyses, 2023+

O O O O O

O O O O

e Institutional Service at University of Michigan

Member, Executive Committee for School of Public Health, 2021-2023

Research Council, School of Public Health, 2020-2021

Chair & Member, Faculty Search Committee, Department of Biostatistics, 2018-2021
Member, Curriculum Committee, Department of Biostatistics, 2018-2020

Grant Reviewer, MICHR Pilot Grant Program — Promoting Progress in Statistics Award, 2018
Member, Cancer Research Committee, UM Rogel Cancer Center, 2018+

O O O O O O

e Institutional Service at UT MD Anderson Cancer Center

o Member of Clinical Research Committee, 2011 —2018
o Member of Faculty Senate, 2010-2014
o Member of Multidisciplinary Research Advisory Committee (MRAC), 6/2011 — 2014
o Member of Data and Safety Monitoring Board, 9/2011 — 2013
o Seminar Coordinator, Department of Biostatistics, 2006 — 2012
o Biostatistics co-leader, Multiple Myeloma and Melanoma Moonshot Programs, 2013-present
o Member Faculty Search committee 2012-2014; mid-tenure review committee for various junior faculty
EDITORIAL ACTIVITIES
Editorial Board(s)

e Associate Editor, International Statistical Review (current)
e Associate Editor, Statistics and Data Science in Imaging (current)

Associate Editor, Annals of Applied Statistics (2018-2025)

Associate Editor, Nature Scientific Reports (2018-2022)

Associate Editor, Biometrics (2012-2018)

Associate Editor, Journal of American Statistical Association — Applications & Case Studies (2014-2018)
Associate Editor, Sankhya Series B (2012-2018)

Guest Editor, Cancer Informatics, Libertas Academica, 2013

Journal Reviewer

Annals of Applied Statistics, Australian and New Zealand Journal of Statistics, Biometrics, Canadian Journal of
Statistics , Cancer Informatics, Communications in Statistics — Theory and Methods, Com- putational Statistics and Data
Analysis, Human Heredity, Journal of American Statistical Association - Theory & Methods and Applications & Case
Studies, Journal of Computational and Graphical Statistics, Journal of Multivariate Analysis, Journal of the Royal
Statistical Society - Series B and C, Statistics in Medicine, Genetic Epidemiology, Blood, AISTATS

Book Chapter Reviewer: Elsevier: Amsterdam; Chapman & Hall/CRC
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TEACHING

University of Michigan

o Generalized Linear Models, Winter 2019, 2020, 2021, 2022, 2023, 2024

e Bayesian Linear Models, Michigan Institute for Clinical & Health Research (MICHR) Workshop, 2019
o QGuest Lecturer, Seminar in Cancer Biostatistics, 2018, 2019

e Guest Lecturer, Big Data Summer Institute 2018,2019, 2021, 2022, 2023, 2024

University of Texas Graduate School of Biomedical Sciences and Rice University

e Bayesian Data Analysis (graduate course) Fall 2008, Fall 2009, Fall 2010, Spring 2012, Fall 2013

o Advanced Statistical Methods for the Analysis of Gene Expression and Proteomics, Spring 2008
Texas A&M University

e Elementary Statistical Inference, Fall 2001

Other

e Workshop on Biomedical Big Data and Biostatistics, West China University, 2019

e Tutorial on Integrative Analyses of High-throughput Multi-platform Genomics Data, ENAR, 2018

e Workshop on Network-based Bayesian Models for High-dimensional Genomics Data, Australia, 2017
e  Webinar on Bayesian models for high-dimensional genomics data, Bayesian forum at Ely Lilly, 2011
e Webinar on Bayesian modeling of high-dimensional object data, (SAMSI), 2011

e Short course on Statistical Methods for Genomics Data, University of Puerto Rico, 2006

e TA and tutor for numerous introductory and intermediate statistics courses at University of Rochester and Texas

A&M University

ACADEMIC PRESENTATIONS

National or International Conferences and Workshops (invited)

L.

PN RN

Keynote Speaker, Bridging Methodology and Medicine: Translational Statistics and Machine Learning,
Shanghai, 2026

Zorich Lecturer, Best of Statistical Science Workshop, Texas A&M University, 2025

Invited Speaker, Turing-Roche Knowledge Share Series, The Alan Turing Institute, London, 2025
Keynote Speaker, 13th International Conference on Intelligent Biology and Medicine 2025

Summer school on Bayesian modeling, computation and applications, Vietnam 2025

Joint Statistical Meetings, 2025

MiRcore Summer Camp for High School students (2024)

Eastern North American Region Spring Meetings, 2024

Joint Statistical Meetings, 2024

10. Bayesian Biostatistics Conference, Utrecht, 2023

1

1. International Society for Clinical Biostatistics Conference, Milan, 2023

12. Eastern North American Region Spring Meetings, 2023

13. Joint Statistical Meetings, 2023

14. Statistics Workshop, King Abdullah University Of Science And Technology, Saudi Arabia, 2022
15. Big Data Summer Institute, University of Michigan, 2022

16. Statistics for Oncology (Stat4Onc), University of Chicago, 2022

17. Statistical Methods in Genetic/Genomic Studies Workshop, Singapore, 2022 (virtual)

18. Eastern North American Region Spring Meetings, 2022

19. Joint Statistical Meetings, American Statistical Association, 2022

20. Eastern North American Region Spring Meetings, 2021 (virtual)
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Joint Statistical Meetings, American Statistical Association, 2020 (virtual)
Eastern North American Region Spring Meetings, 2020 (virtual)
Computational Medicine Conference, University of Pittsburgh, 2019
International Conference on Bayesian Nonparametrics, Oxford, UK, 2019
Workshop on Biomedical Big Data and Biostatistics, Chengdu, China, 2019
Cells to Society Seminar, University of Michigan, 2019

Conference Board of the Mathematical Sciences (CBMS) Conference: Elastic Functional and Shape

Data Analysis, Columbus, 2018

Joint Statistical Meetings, American Statistical Association, Vancouver, 2018
International Conference on Big Data and Information Analytics, Houston, 2018
Keynote Speaker, Genome Engineering for Cancer Treatment, Canberra, Australia, 2017
ERCIM/CMS Stats, London, 2017

IISA Annual Meeting, Hyderabad, 2017

Workshop on Applications-Driven Geometric Functional Data Analysis, Tallahassee, 2017
ISI World Statistics Congress, Morocco, 2017

Southern Regional Council on Statistics, Jekyll Island, 2017

American Association for the Advancement of Science Annual Meeting, 2017

2nd Seattle Symposium on Health Care Data Analytics, 2016

SIAM Conference on Uncertainty Quantification (UQ16), Lausanne, Switzerland, 2016
Joint Statistical Meeting, Chicago, 2016

ISNPS Meeting, Avignon, France, 2016

ISBA World Meeting, Sardinia, 2016

ICSA Meeting, Shanghai, 2016

International Indian Statistical Association Conference, Pune, India, 2015

Alan Gelfand’s 70th Birthday Conference, 2015

International Society for Non-Parametric Statistics (ISNPS) meeting, Graz, Austria
Panel on Big Data, ISNPS Meeting, Austria, 2015

Joint Statistical Meeting, Seattle, 2015

Asian Regional Section of the IASC meeting, Singapore, 2015,

iBRIGHT conference, Houston, 2015

Institute of Applied Statistics Sri Lanka (IASSL) Conference, Colombo, Sri Lanka, 2014
Joint Statistical Meetings, Boston, 2014

International Biometric Society Conference, Florence, Italy, 2014

Bioinformatics: Opening Workshop, SAMSI, 2014

International Bayesian Meeting, Cancun, Mexico, 2014

ISBIS 2014 and SLDM Meeting, Durham, North Carolina, 2014

Eastern North American Region Spring Meetings, 2014

Bayesian Biostatistics and Bioinformatics Conference, Houston, Texas, 2014
STATISTICS 2013, C R Rao Institute, Hyderabad, India, 2013

ICSA/ISBS Joint Statistical Conference, Washington, DC, 2013

Joint Statistical Meetings, Montreal, Canada, 2013

Latent Gaussian Models, Reykjavik, Iceland, 2013

Bayesian methods in Biostatistics and Bioinformatics, IRB, Barcelona, Spain, 2012

IEEE International Workshop on Genomic Signal Processing and Statistics, Washington DC, 2012

Biotechnology and Bioinformatics Symposium, Provo, UT, 2012
Interface 2012, Houston, Texas, 2012

International Society for Bayesian Analysis (ISBA) World Meeting, 2012
Joint Statistical Meetings, San Diego, 2012

Eastern North American Region Spring Meetings, Washington D.C., 2012
New Grantee Workshop, National Cancer Institute, 2011

Joint Statistical Meetings, Miami, 2011

8th Workshop on Bayesian Nonparametrics, Veracruz, 2011
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72. IISA Conference, Raleigh, NC, 2011

73. Eastern North American Region Spring Meetings, Miami, 2011

74. Eighth ICSA International Conference, Guangzhou, China, 2011

75. Eastern North American Region Spring Meetings, New Orleans, 2010

76. Frontier of Statistical Decision Making and Bayesian Analysis, San Antonio, 2010

77. International Indian Statistical Association (IISA) Conference, Vishakapatnam, 2010
78. Frontiers of Interface between Statistics and Sciences, Hyderabad, 2010

79. Joint Statistical Meetings, Washington D.C, 2009

80. Bayesian Biostatistics Conference, UT MD Anderson Cancer Center, 2009

81. 9th World Conference of the International Society for Bayesian Analysis (ISBA), 2008
82. Southern Regional Council on Statistics Summer Research Conference (SRCOS), 2008
83. International Indian Statistical Association (IISA) Conference, Storrs 2008

84. International Conference on Statistical Paradigms, ISI Kolkata, 2008

85. Joint Statistical Meetings, Salt Lake City, Utah, 2007

86. International Indian Statistical Association (IISA) Conference, Cochin 2007

87. Eastern North American Region Spring Meetings, Tampa, 2006

88. International Biometric Conference in Montre al, Que 'bec, Canada, 2006

Academic Departments (invited)

89. Medical Research Council Biostatistics Unit, University of Cambridge, 2025

90. Department of Biostatistics, Brown University, 2025

91. Andrei Yakovlev Colloquium, Department of Biostatistics, University of Rochester, 2024
92. Department of Biostatistics, Virginia Commonwealth University, 2023

93. Epidemiology & Biostatistics Cancer Imaging Research Center, WUSTL, 2023

94. Division of Biostatistics, University of Pennsylvania, 2022

95. Department of Bioinformatics, Tools & Technology Seminar, University of Michigan, 2021 (virtual)
96. Michigan Institute for Data Science, 2020 (virtual)

97. Department of Statistics, Texas A&M University, 2020 (virtual)

98. Myrto Lefkopoulou Distinguished Lectureship, Harvard University, 2019

99. Department of Statistics & Probability, Michigan State University, 2019

100.  Department of Statistics & Data Science, UT Austin, 2019

101.  University of Michigan Precision Health Seminar, 2019

102.  Cancer Biology/Cancer Genetics Program Meeting, University of Michigan, 2019

103.  Department of Computational Medicine and Bioinformatics, University of Michigan, 2018
104.  Department of Statistics, Virginia Tech University, 2018

105.  Annual Theodore G. Ostrom Lecture, Washington State University, 2018

106.  CSIRO Research Group, Brisbane, Australia, 2017

107.  Department of Biostatistics, University of Michigan, 2017

108.  Department of Biostatistics, Columbia University, 2017

109.  Department of Biostatistics, Fred Hutchinson Cancer Center, 2015

110.  Department of Statistics, Rutgers University, 2015

111.  UT MD Anderson Grand Rounds, 2015

112.  Department of Biostatistics, Memorial Sloan Kettering Cancer Center, 2015

113.  Department of Biostatistics, Columbia University, 2015

114.  Department of Statistics, Purdue University, 2013

115.  Department of Statistics & Computer Science, C.R.Rao Institute of Mathematics, Hyderabad, India, 2012
116.  Public Health Foundation of India, New Delhi, 2012

117.  Department of Statistics, North Carolina State University, Raleigh, NC, 2012

118.  Department of Biostatistics, UT School of Public Health, Houston, TX, 2012

119.  Department of Electrical Engineering, Texas Tech University, Lubbock, TX, 2012

120.  Department of Statistics, University of Texas at Austin, TX, 2012
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Department of Biostatistics, University of California, Davis, 2012

Department of Statistics, University of Connecticut, 2011

Machine learning group, Eli Lilly and Company, 2011 (via web broadcasting)

School of Mathematics, Statistics & Actuarial Science, University of Kent, UK, 2010
Department of Statistics, University of Oxford, UK, 2010

Department of Management Science and Statistics, University of Texas at San Antonio, 2008
Department of Epidemiology, UT MD Anderson Cancer Center, 2008

Department of Biostatistics, UT School of Public Health, Houston 2008

Department of Statistics, Rice University, 2008

Department of Computer Science, University of Houston, 2008

Department of Statistics, University of Missouri - Columbia, 2008

Indian School of Business, Hyderabad, India, 2007

Department of Statistics, University of Puerto Rico - Mayaguez Campus, 2006

School of Medicine, University of Puerto Rice - San Juan Campus, 2006

Richard F. Barry Mathematics & Statistics Colloquium, Old Dominion University, 2005
Department of Statistics, University of Kentucky, 2005

Department of Biostatistics, Section on Statistical Genetics, University of Alabama, 2005
Department of Statistics, Michigan State University, 2005

Department of Biostatistics, University at Buffalo The State University of New York, 2005
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