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2024​ Brown C, Hibbard J, Alizadeh D, Blanchard M, Natri H, Wang D, Ostberg J, Aguilar B, Wagner 
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Emphysema-specific Lymphoid Follicle B Cell Signature in COPD. Am J Respir Crit Care Med. 
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JV, Linderholm AL, Vo V, Strek ME, Jou J, Muñoz-Barrera A, Rubio-Rodriguez LA, Hubbard R, 
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Valenzi E, Zhang Y, Mychaleckyj J, Stockwell A, Kaminski N, Wolters PJ, Molina-Molina M, 
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2022​ Blackburn JB, Schaff JA, Gutor S, Du R-H, Nichols D, Sherrill T, Gutierrez AJ, Xin MK, 

Wickersham N, Zhang Y, Holtzman MJ, Ware LB, Banovich NE, Kropski JA, Blackwell TS, 
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Oct. 2024​ RegenMed Symposium, Phoenix AZ 
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April 2024​ University of Illinois Chicago, Chicago IL 
Feb. 2024​ St. Jude, Memphis TN 
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Sep. 2023​ University of Minnesota, Minneapolis MN 
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Jan. 2018    ​ Chan Zuckerberg Biohub, San Francisco, CA 
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