
 

 

 

From sequences to structures: Protein characterisation using EMBL-EBI APIs​
02 June 2026 
 
This Q&A document will be used interactively for the duration of the course. The document is split into sessions and therefore please add your question in the 
correct session. Any general questions can be asked on Slack in the ‘#course_discussion’ channel or in the Zoom chat.  
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Introduction to APIs and Job Dispatcher 

Nandana Madhusoodanan 
Q:​
A:   
 
Q: 
A: 
 
 
 

UniProt​  

Daniel Rice 

 
Q: Is there any possibility to get not only the Uniprot ID via API but also the corresponding protein ID from other databases (RefSeq) or websites 
like NCBI for the same protein? 
A:   
 
Q: 
A: 
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https://www.ebi.ac.uk/training/materials/from-sequences-to-structures-handbook/programme/introduction-apis-jobdispatcher/
https://www.ebi.ac.uk/training/materials/from-sequences-to-structures-handbook/programme/uniprot/


 

 

 
 

InterPro 

Sara Chuguransky 
Q: 
A:   
 
Q: 
A: 
 

PDBe and PDBKB 

Cristian Escobar Bravo 
 
Q: 
A:   
 
Q: 
A: 
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https://www.ebi.ac.uk/training/materials/from-sequences-to-structures-handbook/programme/interpro/
https://www.ebi.ac.uk/training/materials/from-sequences-to-structures-handbook/programme/pdbe-and-pdbkb/


 

 

 
 
 
 
 
 
 

AlphaFold DB 

Razan Abbara 
Q: 
A:   
 
Q: 
A: 
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https://www.ebi.ac.uk/training/materials/from-sequences-to-structures-handbook/programme/alphafold-db/
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