
Short Curriculum Vitae - Pontus Skoglund 
 
Employment history and degrees 
2024-​ ​ Senior group leader, The Francis Crick Institute 
2017-2024​ Group leader, The Francis Crick Institute 
2014-2017​ Postdoctoral research fellow, Harvard Medical School. Advisor: David Reich 
2013 ​ ​ PhD Evolutionary genetics, Uppsala University, Advisor: Mattias Jakobsson 
2009 ​ ​ MSc Biology, Uppsala University 
2007 ​ ​ BSc Biology, Umeå University 
 
Selected awards 
Blavatnik Awards for Young Scientists in Life Sciences 2026 
Genetics Society Balfour lecture, 2024 
Blavatnik Awards for Young Scientists in Life Sciences 2023 
EMBO Young Investigator Award, 2021 
Bjurzon prize for outstanding PhD-thesis 2015, Faculty of Science & Technology, Uppsala University 
Linnaeus prize for outstanding PhD-thesis in biology 2014, Royal Society of Sciences, Sweden 
1st prize in postdoc poster competition, SMBE 2014, San Juan, Puerto Rico, 2014 
 
Selected grant support 
Core funding from the Francis Crick Institute, 2025-2031 
ERC Consolidator award (funded by UKRI Horizon guarantee) 2023, 2,000,000 EUR 
Vallee Foundation Scholar, 2019, 300,000 USD 
Wellcome Trust Investigator Award in Science, 2018, 1,700,000 GBP 
ERC Starting award, 2018, 1,500,000 EUR 
Core funding from the Francis Crick Institute, 2017-2024 
Genome sequencing grant, Science for Life Laboratory, 2015, 388,000 SEK 
Genome sequencing grant, Erik Philip Sorensen foundation, 2015, 221,000 SEK 
Postdoctoral fellowship, Swedish Research Council, 2014, 2,625,000 SEK 
Postdoctoral fellowship, Wenner-Gren foundations, 2014, 41,652 USD 
2-year PhD scholarship, Sven and Lilly Lawski Foundation, 2009, 264,000 SEK 
 
Selected publications (*co-first authors, $co-senior authors,  lab members underlined) 
Full list of publications at Google Scholar: https://scholar.google.com/citations?user=KJcADbYAAAAJ  
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